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EMBL 1) 245 4% =X

ZEES00; SV 1; linear; genomic DNA; STD; INV; 33730 BP.

Z6E6300;

25-0CT-1995 (Rel. 45, Created)
02-JUN-2008 (Rel. 96, Last updated, Version 86)

Casnorhabditis elegans Cosmid TOSClz
HTG.

Casnorhabditis elegans
Eukaryota; Metazoa; Mematoda; Chromadorea; Rhabditida; Rhabditoideas;
Rhabditidae; Peloderinae; Caenorhabditis.

[1]

1- 33780

DOI; 10.1126/science.282.5396.2012
PUEMED; 98518916,

WormBase Consortium

"Genome sequence of the nematode C. elegans: a platform for investigating
biology";
Sclience 282(5396):2012-2018(1998) .

[2]



GeneBank 1) £ 4 £% =\

LOCUS
DEFINITION

ACCESSION
VERSION
KEYWORDS
SOURCE
ORGANISM

REFERENCE
CONSRETM
TITLE
JOURNAL

COMMENT

NM_ 063315 1503 bp mRMNA linear  INV O7-APR-2008
Caenorhabditis elegans AcetylCholine Receptor family member
(acr-14) (acr-14) partial mRMA.

NM_B53315

WM 063315.1 GI:17531182

Caenorhabditis elegans

Caenorhabditis elegans

Eukaryota; Metazoa; Nematoda; Chromadorea; Rhabditida;
Fhabditoidea; Rhabditidae; Peloderinae; Caenorhabditis.

1 (bases 1 to 1503)

The C.elegans Sequencing Consortium

Direct Submission

Submitted (11-AUG-2003) MNematode Sequencing Project, Wellcome Trust
Sanger Institute, Hinxton, Cambridge CBLO 1SA, UK, and Genome
Sequencing Center, Washington University, St. Louis, MO 63110, USA,
E-mail: sequence@wormbase.org

REVIEWED EEFSEQ: This record has been curated by WormBase. This
record 1s derived from an annotated genomic sequence (NC_003280) .
The reference sequence was derived from TOSC12. 2,

Expression: acr-14 encodes a protein that contains
neurotransmitter-gated 1on-channel ligand-binding and transmembrane
domains.

FMAL results: [Rual JF] Mot abnormal based on scoring phenotypes
postembryonic_development _abnormal, lethal. [Sonnichsen B] Not
abnormal based on scoring phenotypes embryonic_lethal,
organism_morphology abnormal, maternal _sterile. [Kamath RS] Mot
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« EMBL (http://srs.embl.de/srs/)
~-SRS 8.2, 102/7%E, 6/ T H
« DKFZ (http://www.dkfz-heigelberg.de/srs)

- SRS 7.13, 7691/%F
« EBI (http://srs.ebi.ac.uk)

G BIDN

_SRS 7.13, 1124, 1611 T H

(5 B>k H: http://downloads.biowisdomsrs.com/publicsrs.html)
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EMBL-EBI ::‘ ssé-:& Enter Text Here Go i ( ) Give us

Databases | Tools

| EBI Groups | Training | Industry | About Us ' Help ' index BN S

Library Page

feedback

Query Form Tools Results Projects View Databanks

Start a Permanent Project

Want to know more about
using SRS?

- go to the Help Center for
online searchable help.

- loekin our SAS@EB| FAQ

Quick Text Search Search Tips

]

Searches Databanks: EMBEL Nucleotides I3

Find : [ Mucleotides = l matzhing : [Enter Text Here

reusenil

News and Announcements

Search Tips

Important announcements:

for answers to commonly asked
questions

Linking to SRS?
- Please read our Linking fo
SRS guide for impartant
information regarding linking to
our SRS server.

Public SRS servers
worldwide

11.06.08 GH Transcripts is now available. H
10.06.08 EMBL Release 95 is now on-line (release notes, data notes).

10.06.08 Please note: This service will be affected by essential maintenance today

between 08:30 and 10:00 GMT. We apologise for any inconvenience
caused.

17.04.08 Please Note: Some services will be affected by essential maintenance on
Saturday 19th April 2008 from 10:00 o 16:00 GMT. We apologise for any
inconvenience caused.

25.03.08 UniParc will be unavailable while an indexing problem is addressed.
Update: UniParc is now available again

(4]

biowisdom
SRS

List Search Search Tips

FPastz in a list of sequence |D's. The list must be of the format DATABASE:ID. e.g. EMBL:ABO46566 or

=4
UNIPROT:104K_THEAN. For more details see the wikl. Ttk%%ﬂy

Ensure each entry is on a single line and that the database(s) exists on this server. Multiple databases

can be searched simultaneously. There is a maximum limitof 500 1D's.
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Quick Text Search Search Tips

Find : [[Nucleotides " %i| matohing : |[Enter Text Here |
Mucleotides

Searc Proteins cleotides M3

- Structures |
Protein Families
& Literature Search Tips

Genome
Mutations

I :
IM Metabolic Pathways
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Nucleotide Al EMBL
EMBLCON
EMBLCDS
EMBLANN
Proteins ced=ll UNIPROT
UNIPARC
Structures HEE PDB
Protein Families ARG INTERPRO
Literature S rak MEDLINE
Genome FERH ENTREZGENE
Mutations 5EAR OMIM
Metabolic Pathways (ML PATHWAY
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‘ Databanks "ELP

ery Form Tools Results Projects Views Job Status
Databank Information
Databank Release No.of Entries Indexing Date Group Availability
MEDLINE virtual databank References
TAXONOMY 486851 18-Jun-2008  References (@4
OMIM 19622 17-Jun-2008  References OK
OMIMMOREIDMAP 4892 12-Jun-2008  References oK
PATABS 1500000 28-Mar-2008  References oK
KG 274 10-Apr-2008  References QK
MEDLINENEW 1698810 18-Jun-2008  ReferencesSub oK
MEDLINE2008 16880015 19-Mar-2008 ReferencesSub Ok
MED2FPUE 14116195 18-Mar-2008  ReferencesSub oK
UNILIE 23715 18-Jun-2008  GEMEDICT oK
LOCUSLINK 287853 19-Mar-2008  GEMEDICT oK
UMNIGEMNE 1784319 T4-Jun-2008 GEMEDICT DK
HGNC 28100 30-Mar-2008  GEMEDICT Ok
ENTREZGENE 4431579 T4-Jun-2008 GEMEDICT DK
GOA 30154039 28-May-2008 Ontology Ok
GO 24708 18-Mar-2008  Ontology Ok

KAaril [ S TR R (I S— il & Cmma 1 1mm
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Quick Text Search

Find matchinacet}’lchnline receptor |

Searches Databanks: UniProt Proteins nmp
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" Quick Search  Library Page  Query Form Tools Results Projects Views Databanks
Reset (([{UNIPROT UNIPARC}-alltext:acetylcholine*] & [{UN. | next |
Cuery L | [+]

Apply Options to:

) selected results only

® unselected results only

Result Options

Launch analysis tool:
(nceiBLasTe ¢ |

Show tools relevant to these

Link to related information:

E

Display Options

View results using:

results:

Save results:

[Uniprot'u’iew .]

Sort results by:

[unsor‘ted :]

O ascending
) desce nding

Show results

per page

Frinter frigndly view L]

Apply Display Options

found 1132 entries

uniPFrolk B

Accession

{ UniProtKB:A4 HUMAN _ g

Pos067

POS067

Amyloid beta A4 protein precursor (Alzheimer
disease amyloid protein) (ABFFP) (APPI) (APF)
(FreAd) (Cerebral vascular amyloid peptide)
(CWAF] (Protzase nexin-Il) (PN-II) [Contains:
Soluble APP-alpha (S-APP- alpha); Soluble
AFPP-beta (5-APP-beta); C99; Beta-amyloid protein
42 (Beta-AFPP42), Beta-amyloid protein 40 (Beta-
APP40); CB3; P3(42); P3(40); Gamma-CTF(59)
{Gamma-secretase C-terminal fragment 58)
(Amyloid intracellular domain 59) (AlICD-59)
(AID(59)); Gamma-CTF(ET) (Gamma-secretase
C-terminal fragment 57) (Amyloid intracellular
domain 57) (AICD-57) (AID(57)); Gamma-CTF(50)
(Gamma-secretase C-terminal fragment 50)
(Amyloid intracellular domain 50) (AICD-50)
(AID(BO)); G31].

APP

Homo sapiens
(Humany).

3D-structure
Alternative
splicing
Alzheimer
disease
Amyloid
Apoptosis
Cell adhesion
Coated pit
Copper
Direct protein

sequencing
Disease

mutation

Endocytosis
Glycoprotein

Heparin-binding
Iron

Membrane
Metal-binding
Notch signaling
pathway
Phosphoprotein

Polymorphism
Protease

inhibitor
Proteoglycan
Serine protease
inhibitor

Signal
Transmembrane
Zine

Eri

[J UniProtKB:ACH10 CHICK

CHRMA10

Calcium
Calcium
channel

Calcium

. .




45 B 4% H (Entry Page)

Quick Search _ Library Page  Que esulls Databanks Job Statu

Text Entry | SwissEntry | MiceProt | iPreClass | UniProtXML | Belated Data

m Entry 1 of 1132 from Query 1 FEESANE T

Entry Information General Description References Comments Links Keywords Features Sequence

General information

Entry from: UniProtkKB

Entry name Ad4_HUMAN
Entry Options Accession number POS067, P0S000, P78438, 013764, Q13778, Q13793, Q16011, 16014, Q16019 Q18020, Q9B T38, QaUCAS, QaUCEs QaUCCsE, QeUCD1, QsUass
Integrated 13-AUG-1987, UniProtkB/Swiss-Prot.

Launch analysis tool:
Sequence update 01-MOV-1991, sequence version 3

[ REERE S hd l Annotation update 10-JUN-2008, entry version 153

UniSave P0s067, PO2000, P78438, Q13764, Q13778 Q13793 Q16011, Q16014, Q16019 Q16020, Q9BT38, QsUCAg, Q9UCES Q9UCCs, QaUCD1, Qs Q58
Link to related UniRef100 UniRef100 Pos0os7, UniBef100 Pos067-6 UniBef100 P0S067-3, UniRef100 P0S06E7-7, UniRef100 P05087-9, UniRef100 P0s087-2, UniRef 100 P0OS067-4,
information: UniRet100 POS067-10, UniRef100 P0S067-5, UniRef100 Q6GSCO
m UniFarc UPlooooo2A2F0, UPlooooo2A2F1, UPlooooo2A2F2, UPlooooo2A2F3, UPlooooo2A2F4, UPloooo02A2F5, UPIDooo02A2Fs, UPIoDoo02A2F7, UPIoD0002DE1C,

UPIoDoD1BES39

S try:

weern: TN

O Description Amyloid beta Ad protein precursor (Alzheimer disease amyloid protein) (ABPF) (AFFI) (APF) (FreAd) (Cerebral vascular amyloid peptide) (CVAF) (Protease nexin-Il) (FN-11)
[Contains: Soluble APP-alpha (5-AFPP- alpha); Soluble APP-beta (S-APP-beta); C99: Beta-amyloid protein 42 (Beta-APFP42); Beta-amyloid protein 40 (Beta-AFP40); CE3.

P3{42): P3(40) Gamma-CTF{59) (Gamma-secretase C-terminal fragment 59) (Amyloid intracellular domain 59) (AICD-58) (AID(59]); Gamma-CTF(ET) (Gamma-secretase

C-terminal fragment 57) (Amyloid intracellular domain 57) (AICD-57) (AID(57)): Gamma-CTF(50) (Gamma-secretase C-terminal fragment 50) (Amyloid intracellular domain 50)
(AICD-50) (AID(B0)): C31].

Gene name(s) AFP

Synonym(s) Ad AD1

Organism source  Homo sapiens (Human).

Taxonomy Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi; Mammalia; Eutheria; Euarchontoglires; Primates: Haplorrhini; Catarrhini; Hominidas: Homo.
NCBI TaxID 9606

References

[1] Kang.. Lemaire H.-G. Unterbeck A, Salbaum.J.M., Masters,C L., Grzeschik K.-H., Multhaup.G., Beyreuther K., Muegller-Hill.B.,
The precursor of Alzheimer's disease amyloid A4 protein resembles a cellsurface receptor.
(1987) MNature 325:733-736

FPosition MUCLECTIDE SEQUEMNCE [MRNA] (ISOFORM APFES5).

Comments TISSUE=Brain;
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Entry Information

Entry frem: UniProtKB

Entry Options

Launch analysis tool:

| NCBIBLASTP | &

Link to related
information:

[
Save entry: m

View:

Frinter Friendly
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Query Form - bl e s
Text Entry | SwissEntry | NiceProt | iProClass | UniProtXML | Related Data

Entry 1 of 1132 from Query 1 B AT

A4 HUMAM Reviewed; TP OAAL

POSOEY; PROOOOO; PYB438; Q13764d; (Q13778; Q137593; Qledll; Qledld;
Qlenls; QleD20; QDETIE; QIUCAD,; QSUCEBS; QOUCCE; QOUCDLl; Q9UQSE;

13- AUG- 1987, 1ntegrated into UniProtKB/Swiss-Prot.

01-NOV-1991, sequence verslon 3.

10- JUN- 2008, entry version 153.

Amyloid beta A4 protein precursor (Alzheimer disease amyloid protein)
(aBPP) (APPI) (APP) (Pread) (Cerebral vascular amyloid peptide) (CVAP)
(Protease nexin-II) (PN-II) [Contains: Soluble APP-alpha (S-APP-
alpha); Soluble APP-beta (S-APP-beta); C99; Beta-amyloid protein 42
(Beta- APP42); Beta-amyloid protein 40 (Beta-APP40); CB3; P3(42);
P3(40); Gamma-CTF(59) (Gamma-secretase C-terminal fragment 59)
(amyloid intracellular domain 53) (AICD-59) (AID(S2)); Gamma-CTF(57)
(Gamma-secretase C-terminal fragment 57) (Amyloid intracellular domain
57) (ATCD-57) (AID(S7)): Gamma-CTF(S0) (Gamma-secretase C-terminal
fragment 50) (Amyloid intracellular domain 58) (AICD-50) (AID(S0));
C31].

Mame=APP; Synonyms=44, ADI1;

Homo sapiens (Human) .

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi;
Mammalia; Eutheria; Euarchontoglires; Primates; Haplorrhini;
Catarrhini; Hominidae; Homo.

MCBI TaxID=9&04;

[1]

MUCLECOTIDE SEQUEMCE [MRMA] (ISOFORM APPE9S) .

TISSUE=Brain;

MEDLIME=87144572; PubMed=2881207; DOI=10.1038/325733a0;

Kang J., Lemaire H.-G., Unterbeck A., Salbaum J.M., Masters C.L.,

FPomnemala o 11 LY N N A | TNt By IR P MiinlTlaw 11211 B .
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Entry name Ad4_HUMAN

Accession number POS06T, P0S000, P78438, Q13764 Q13778 Q13793 Q16011, Q16014 Q16019, Q16020 QSBT38, QeUCAS, QSUCES, Q9UCCE, QsUCD1,
Qe Qss

Integrated 13-AUG1987, UniFrotkB/Swiss-Frot.

Sequence update 01-MNOV-1991, sequence version 3

Annotation update 10-JUN-2008, entry version 153

UniSave POS067, PO9000, PTE438, Q13764 Q13778 Q13793 Q16011, Q16014, Q16019, Q16020 Q9BT38 QUCAY9 QSUCHG QIUCCE QIUCD1,
QeuUQS5s

UniRef100 UniBef100 POS0E7, UniRef100 POS0E7-6, UniRef 100 POS067-3, UniBef100 POS0E7-7, UniBef100 POS067-9, UniBef100 POS0ET-2,
UniRef100 POS0E7-4, UniRef100 POS0E7-10, UniRef100 POS067-5, UniRef100 Q6GSCO

UniFanc UPI000002A2F0, UPI000002A2F1, UPI000002AZF2, UPI0D0002A2FS, UPID00002ASF4, UPI0D0002A2ES, UPID00D02AZEE,

UPI000002A2F7, UPI0000020DE1C, UPI00001BESSS

Description and origin of the Protein

Description Amyloid beta A4 protein precursor (fllzheimer disease amyloid proteing (ABPP) (APPI) (APP) (FreAd) (Cerebral vascular amyloid peptide) (CVAR)

oluble APP-alpha (5-AFP- alpha); Soluble APP-beta (5-AFP-beta); C99; Beta-amyloid protein 42 (Beta-
APP42); Beta—am}rlmd protein 40 tBeta—AF‘F‘4Uj. 83, P3(42); P3(40);, Gamma-CTF(59) (Gamma-secretase C-terminal fragment 59) (Amyloid
intracellular domain 59) (AICD-59) (AID(59)), Gamma-CTF(57) (Gamma-secretase C-terminal fragment 57) (Amyloid intracellular domain 57)
(AICD-5T) (AID(5T));, Gamma-CTF(50) (Gamma-secretase C-terminal fragment 50) (Amyloid intracellular domain 50) (AICD-50) (AID{50)); C31].

L | T T T T cHexpiore

[52] WangH.-Y. Lee,DH.5., D'Andrea M.R., Peterson,F.A., ShankR.F. ReitzAB.,
Beta-amyloid(1-42) binds to alpha7 nicotinic Acetylcholine receptor with high affinity. Implications for Alzheimer's disease pathology.
(2000) J. Biol. Chem. 275:5626-5632

Fosition INTERACTION OF BETA-AFPP42 WITH CHRMAT. g/ﬁj/ﬂ! ¢$ﬂz 7%777%2@5{7%5@25

Medline 20148766
DOl 10.1074/jbec.275.8.5626;

FubMed 10681545 I@ I@ I B
CiteXplore

[3] PasserB., PellegrinilL., Busso,C., Siegel,R.M., Lenardo M.J., Schettini, 5., Bachmann,M., Tabaton M., D'Adamio L.,
Generation of an anontotic infracellular nentide bv camma-secretase cleavaoe of Alzheimer's amvinid beta nrotein nrecursor.
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[{UNIPHDT UNIPARC} alltext:acetylcholine*] & [% m
IC
@M@I

] UniProtkB:A4 HUMAN ‘ ‘

( ( fUNIPROT UNIPARC}-alltext:acetylcholine*]
& [{UNIPROT UNIPARC}-alltext:receptor*])
| [UNIPROT UNIPARC}-alltext:acetylcholine receptor*] )

(1) alltext NI A n] e 015 T Reference !
(2) BIPANSAE, vld %%éﬁﬁ@é\l@%ﬁﬂﬁ)ﬁ,
T 52 AR ENAS JE £ X5 LR ) 52 44
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Quick Text Search

RS R

Search Tips

Find :| Proteins = | matchir(g :|"acet}f|chn|ine receptor" |

Searches Databanks: UniProt Proteins

NG5 )E, ERiERARN:

Y serch

[{UNIPROT UNIPARC}-alltext:acetylcholine receptor]
M Z58E e 1 — 30 - BH P &5 2R Y H B
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Quick Seard ‘ Library Page . uery Form Tools Results Projects \iews Databanks
-
= | T
Search Options Available Databanks
[#] Expand all [=] Collapse all Show databanks tooltips:

1. Select the databanks

you want to search
[=| Literature, Bibliography and Reference Databases

2. Enter your search terms 1 MEDLINE [] Taxonomy ] OMIM [ OMIM Morbid Map
in the Quick Search box, or [] Patent Abstracts [] Karyn's Genomes

choose aquery form from

- Literature, Bibliography and Reference Databases - subsections
elow

] MEDLIME (Updates) [] MEDLINE (Main Belease 2008) [] MED2PUE

[+| Gene Dictionaries and Ontologies

Standard Query Fornm

Extended Query Forn [=] Nucleotide sequence databases
[ EMBL [] Patent DMA ] EMEL (Contig) [ EMBL (Contigs expanded)
You can browse through ) ) , ,
all the entrles in anyihhnh_ [ EMBEL {Annotated Cons) [ EMBL (Coding Sequences) (] EMEL ID/Accession Mapping [ EMBL MGA
First, select the databanks you O IMGT/LUGM-DE O IMGT/HLA O IPD-KIR [ Genome Beviews
tio b th lick:
At BreEs, e [ GR Genes [ RefSeq Genome ) LiveLists
Nucleotide sequence databases - subsections
] EMEL (Updates) [] EMEL [Release] ] EMBEL (Whole Genome Shotgun)
[ EMBEL (Whole Genome Shotgun release) [ EMBL (Whaole Genome Shotgun updates) ] EMBL (Contig release)
[ EMBL (Contig updates) [J EMEL (Contigs expanded release) [ EMBL (Contigs expanded updates)
[ book@ar}:this link to return to [ EMBEL {Annctated Cons release) 1 EMEL (Annotated Cons updates) [0 EMEL (Release, Deleted)
your projec
» Linking to SRS7 [ EMEL (Wheole Genome Shotgun Masters) ] EMNA Project [ RefSeq Genome (Release)
- Please read our Linking fo [] BefSeq Genome (Updates)
SAS guide for important [+| Nucleotide related databases
information regarding linking to [=] UniProt Universal Pra

5RS X
QU = sSrver (] UniProtk@ W UniProtkKB/Swiss-Prot )] UniProtKB/TrEMBL [] UniRef100 [ UniRefao

[ UniRef50 [] Uni
[+| Other protein sequence databases
[+| Protein Tunction, structure and interaction databases
About BookmarkLets [+| Enzymes, reactions and metabolic pathway databases
- [+] Mutation and SNP databases

BookMarkLets
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Quick Search __Library Page  [[{FTEIZ i Tools Resulls Projects Views Databanks

m search UniProtKB/Swiss-Prot

Search Options

Combine search terms

with: [& (AND) :]

Use wildcards E]

Get results of type:

Your search terms

Fields you can search

In a single figld, you can separate multiple values by: &, |or | 1] 3
@ [AlText :|
@ [AlText :|
O |AlText |
@ |~lText :|

() W— ) W— S

@ view results using:

[Uniprnt‘u’iew .]

ar

D Create a view

results per page

To do more advanced

[l PSS P |

Select the fields you want displayed in your view and choose the format

Choose 1 or more fizlds: Display As: ® Table ) List

ID =

EntryName Sequence Format: [ e &
Data Class -

AccessionNumber

Primary Accession Number
Sequence Version
Creation Date

(4]

LY seorch
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In a single field, you cgp.ggparate multiple values by: &, |or!

)
A ext '
o HFDs |

|
|
0 /o | |
|

i B

EntryMName
Data Class
AccessionMumber
Primary Accession Number
BT Sequence Version
3 Creation Date
Seq Mod Date
Annot Mod Date
oy Description Display As: ® Taple (O List
Gene Mame
IIN Synonym
EM Ordered Locus Names
Da©ORF Mames
Act BCHMumber
Prit Organism Mame
Se SpeNgs
Cre TaxonOWg -

NEYG e AR AL N AR, AT DU R BRI A 2 R

= = i and choose the format

Sequence Format: | swiss
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_Quick Search___Library Page Tools Results Projects Views Databanks

Reset search UniProtKB/Swiss-Prot

Search Opions Fieids you can search

Combine search terms

with: [& (AND)

Use wildcards

Get results of type:

[Entr‘;,r :]

e [N

In a single field, you can separate multiple values by &, |or!
-

(] ] [Descriptinn :][acetylchnline receptor

:Hhuman

@ [AlText |

S NE— NE— W

SRR

® view results using:

[ Uniprotiew

ar

D Create a view

results per page

T Hle e arbrancae]

Select the fields you want displayed in your view and choose the format

Choose 1 or more fields: Display As: ® Tape () List

[, il
EntryMName . ; "
Datr:(:lass Sequence Format: [ -
AccessionMumber

Primary Accession Number
Sequence Version
Creation Date

(]

0 seorcn
AN S BER G S2 A4 2 H



15k

(Subentry) 7B

In a single field, you can separate multiple values by: &, | or! I 2

........................................................................................................

-\_lEqUEI TS LS IHLI I

i ] Maolweight
0 cre
DBxref
© MedlinelD_
swProtMame

Isoform

DELink
B
Reference: Authors
Reference: Titla
erence: RefPosition
Reference,

—— Reference: RefNumber

Cho

Ery Reference: RefComment

a
c Reference: Journal

|

 Reference: WVolumeMo

gr” Reference: FirstPage

Cre
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General Description Beferences Comments Links Keywords Features Seguence

Ge neral information

Entry name ACHB2_RAT

Accession number P12390, 053Y KA

Integrated 01-0CT-1989, UniFrotKB/Swiss-Frot.
Sequence update 30-MAY-2000, sequence version 2

Annotation update 10-JUMN-2008, entry version 77

UniSave P12390, Q53YKA1
UniRef100 UniRef100 P12380
UniParz UPI000012526F

Description and origin of the Protein

Description Meuronal acetylcholine receptor subunit beta-2 precursor (Meuronal acetylcholing receptor non-alpha-1 chain) (M-alpha 1).
Eene name(s) Chrnb2
Synonym(s) Acrb2

Crganism source  Rattus norvegicus (Rat).

Taxonomy Eukaryota; Metazoa; Chordata; Craniata; Wertebrata; Eutelecstomi; Mammalia; Eutheria; Euarchontoglires; Glires; Rodentia; Sciurognathi; Muroidea; Muridae;
Murinas; Rattus.

MCEBI TaxlD 10116

References

[1] Deneris,E.5. ConnollyJ.G., Boulter.d., Wada,E., Wada,K., Swanson,L.W., Patrick.J., Heinemann,5.F.,
Primary structure and expression of beta 2: a novel subunit of neuronal nicotinic acetylcholine receptors.
(1988) Neuron 1:45-54

FPosition MUCLEOTIDE SEQUEMCE [MRMA].

Medline 90166479

DSl 10.1016/0896-627 3(88)90208-5;

FubMed 3272154 I
CiteXplore

[2] Boulterd., ConnollyJ.G., Deneris,E.S., Goldman,D.J., Heinemann,5.F., Fatrick.J.,
Functional expression of two neuronal nicotinic acetylcholine receptors from cDNA clones identifies a gene family.
(1987) Proc. Natl. Acad. 5. U5 A 84 7TT7G3-T767T

FPosition MUCLEOTIDE SEQUEMCE [MRMA].

Medline 88041184
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In a single fizld, you can separate multiple values by: & |or! 1y
Combine search terms
with: [.5, (AND) :l Description » | lacetylcholine receptor

[ ) [Reference: Authors =

Use wildcards

Get results of type:

@ [AlText |

I S WU S

[Entrj.-r :]

S W/ Reference:Authors 7B

In a single field, you can separate multiple values by: &, |or! Iy

Combine search terms

® | Description acetylcholine receptor

with: [E.: (AND) =

[ ] [ Reference: Authors HHartIey,M.

Ueze wildcards

[ ] [Heference: Authors :HGDIdman,D.J.

Get results of type:

L W W S

Entry .l
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((([swissprot-Description:acetylcholine*] & [swissp
auery | | | [®]
found 1 entries

] UniProtkB/Swiss-Prot: ACHA4 RAT Chrna4 3D-structure
Alternative splicing

Cell junction
Direct protein
sequencing

Glycoprotein

lon transport
lonic channel 630

Membrane
Postsynaptic cell
membrane

Signal
Synapse
Transmembrane

Transport

Meuronal acetylcholine receptar subunit Rattus nomnvegicus

P0%453 POS483 alpha-4 precursor. (Rat).
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(((([swissprot-Description:acetylcholine*] & [swiss)
Query . | | D
found 2 entries

] UniProtkB/Swiss-Prot:ACHA4 RAT Chrnad 3D-structure
Alternative splicing
Cell junction

Direct protein
sequencing
Glycoprotein

Rattus lon transport
norvegicLs lenic channel 630

(Rat). Membrane
Postsynaptic cell
membrans

Signal

Synapse
Transmembrane

Meuronal acetylcholine receptor subunit

POoS483 P09483
alpha-4 precursor.

[ UniProtkB/Swiss-Prot:ACHB2 RAT Chrnb2 3D-structure
Cell junction
Glycoprotein

lon transport
lonic channel

Membrane
Postsynaptic cell
membrane
Signal

Synapse
Transmembrane

Transport

Meuronal acetylchaling receptor subunit beta-2 Rattus
P12390 precursor (Meuronal acetylcholine receptor Norvegicus
non-alpha-1 chain) (M-alpha 1). (Fat).




Annotaton update  1U-JUN-ZU0E, entry version 7

UniSave P12390, Q53YK1
LniRef 0o UniBef100 P12390
UniParc UPl000012526F

Description and origin of the Protein

Description Meuronal acetylcholing receptor subunit beta-2 precursor (Meuronal acetylcholine receptor non-alpha-1 chain) (M-alpha 1).
Gene name(s) Chrnb2
Synonym(s) Acrb2

Crganism source  Rattus norvegicus (Rat).

Taxonomy Eukaryota; Metazoa, Chordata; Craniata; Vertebrata; Eutelecstomi; Mammalia; Eutheria; Euarchontoglires; Glires; RBodentia; Sciurognathi; Muroidea; Muridae;
Murinage; Rattus.

MCEI TaxID 10116

References

[1] Deneris,E.5., Connolly,).G., Boulter,)., Wada.E., Wada K., Swanson, L. W., Fatrick.J., Heinemann,5.F.,
Primary structure and expression of beta 2: a novel subunit of neuronal nicotinic acetylkcholine receptors.
(1988) Neuron 1:45-54

Fosition MUCLECTIDE SEQUEMCE [MBMA].
Medline 90166479

DGl 10.1016/0896-627 3(88)90208-5;

PubMed 5575454 |
CiteXplore

[2] Boulterd., ConnollyJ.G., Deneris EQ., Goldman,D.J., Heiggmann,5.F., Fatrick,J.,

Functional expression of two neurona = vicholine receptors from cDNA clones identifies a gene family.
(1987) Proc. Natl. Acad. Sci. U.5 A 84 7763-7767

Fosition MUCLECTIDE SEQUEMCE [MBMA].

Medline B8041184

=i
CiteXplore

[3] Hartley.M.,

8 to the EMBL GenBank DDEBEJ databases

FPosition SEQUEMNCE REVISION.

[4] Groot-Kormelink,P.J.,
Submitted MAR-2004 to the EMEL GenBank DDEBJ databases

Fosition MUCLECTIDE SEQUEMCE [MBMA].

Comments STRAIMN=Sprague-Dawley; TISSUE=Brain;
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Search Options Available Databanks

[#] Expand all [=] Collapse all Show databanks tooltips:

1. Select the databanks

you want to search
(=] Literature, Bibliography and Reference Databases

2. Enter your search terms [ MEDLIME [] Taxonomy O oMM O OMIM Morbid Map
in the Quick Search box, or [] Patent Abstracts [] Karyn's Genomes

choose a query form from

el Literature, Bibliography and Reference Databases - subsections
elow

] MEDLIME (Updates) [] MEDLINE (Main Release 2008) [] MED2PUB
[+| Gene Dictionaries and Ontologies

Standard Query Forn

Extended Query Forn [=] Nucleotide sequence databases
[ EMBEL [] Patent DMA [] EMEL {Contig) [ EMEL (Contigs expanded)
Youcan browse through ) , . .
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tio b . th lick:
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" Quick Search  Library Page  Query Form Tools Results Projects Views Databanks
Reset (([{UNIPROT UNIPARC}-alltext:acetylcholine*] & [{UN | next |

Apply Options to:

) selected results only

® unselected results only

Result Options

Launch analysis tool:

(nceiBLasTe ¢ |

Curery | |

[+)

found 1132 entries

Show tools relevant to these

results:

Link to related information:

Save results:

Display Options

View results using:

[Uniprot'u’iew .]

Sort results by:

[unsor‘ted :]

O ascending
) desce nding

Show results

per page

Frinter frigndly view L]

Apply Display Options

[J UniProtkB:A4 HUMAN

Pos067

POS067

Amyloid beta A4 protein precursor (Alzheimer
disease amyloid protein) (ABFFP) (APPI) (APF)
(FreAd) (Cerebral vascular amyloid peptide)
(CWAF] (Protzase nexin-Il) (PN-II) [Contains:
Soluble APP-alpha (S-APP- alpha); Soluble
AFPP-beta (5-APP-beta); C99; Beta-amyloid protein
42 (Beta-AFPP42), Beta-amyloid protein 40 (Beta-
APP40); CB3; P3(42); P3(40); Gamma-CTF(59)
{Gamma-secretase C-terminal fragment 58)
(Amyloid intracellular domain 59) (AlICD-59)
(AID(59)); Gamma-CTF(ET) (Gamma-secretase
C-terminal fragment 57) (Amyloid intracellular
domain 57) (AICD-57) (AID(57)); Gamma-CTF(50)
(Gamma-secretase C-terminal fragment 50)
(Amyloid intracellular domain 50) (AICD-50)
(AID(BO)); G31].

Homo sapiens
(Humany).

3D-structure
Alternative
splicing
Alzheimer
disease
Amyloid
Apoptosis
Cell adhesion
Coated pit
Copper
Direct protein
sequencing
Disease
mutation
Endocytosis

Glycoprotein
Heparin-binding
Iron

Membrane
Metal-binding
Notch signaling
pathway
Phosphoprotein

Polymorphism
Protease

inhibitor
Proteoglycan
Serine protease
inhibitor

Signal
Transmembrane
Zine

Eri

[J UniProtKB:ACH10 CHICK

CHRMA10

Calcium
Calcium
channel

Calcium

. .
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Output To:
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Mumber of entries to download: E
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Using the loader: | UniProtwholeEntry = |
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Using the loader: | UniProtwholeEntry = |

Using XML PrintMetaphors with id: | no valid metaphors found 3 |

1132 entries
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Fields you can search Your search terms

In a single field, you can separate multiple values by: &, |or! [ 2
€) Description » | |acetylcholine receptor

€ Species + | |human

0  AllText

O |AllText
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((([swissprot-Description:acetylcholine*] & [swissp
Query . | | [+
found 23 entries

O UniProtkB/Swiss-Prot:ACH10 HUMAN CHRNA1D Calcium

) selectsd results only Calcium channel
® unselected results only Calcium transport
Cell junction

Glycoprotein
lon transport

Meuronal acetylcholing receptor subunit Homo lonic channel
Launch analysis toal: Q8GZ76 |Q9GZZ6 |alpha-10 precursor (Nicotinic acetylcholine sapiens Membrane 450

[ MNCBI BLASTP - l receptor subunit alpha 10) (NACHR alpha 10). (Human). Postg[nagtic cell
membrane
Show tools relevant fo these Receptor

results: Signal

Synapse
Link to related informatis Transmembrane

Transport

[ UniProtKB/Swiss-Prot:ACHA2 HUMAN CHRNAZ Cell junction
m Disease mutation

Save results:

Epilepsy

Glycoprotein
Display Options
lon transport

lonic channel

View results using: . . Homo M
- embrane
. ] 015322 Q15822 Meuronal acetylcholing receptor subunit alpha-2 = 529

[ Uniprot\iew = precursor. (Human). Polymorphism
Postsynaptic cell
Sort results by: membrane

[unsnr‘ted :] Signal

Svnanse
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Databanks Available to Link to

[+] Expand all [=] Collapse all

Select the databanks you wa
to search for related informatiol

[=] Literature, Bibliography and Reference Databases

[=1] [ MEDLINE [[] Taxonomy O oMM O CMIM Marbid Map
[ Patent Abstracts [] Karyn's Genomes

Literature, Bibliography and Reference Databases - subsections

E [] MEDLINE (Updates] [] MEDLINE (Main Release 2008) [] MED2PUB

[+| Gene Dictionaries and Ontologies
[=] Nucleotide sequence databases

Find related entries

Refine Query - show only
results with related

entries
Show only results without
related entries

Il W Search [i1] [ EMBL [ Patent DMNA [ EMBL (Contig) [ EMBL (Contigs expanded)
[ EMBL (Annctated Cons) [] EMBL (Coding Sequences) [ EMBL ID/Accession Mapping [ EMBEL MGA
Stanlay ORH- s O IMGT/LIGM-DB O IMGT/HLA [ IPD-KIR [ Genome Reviews
[ GR Genes [[] RefSeq Genome [ Livelists
Nucleotide sequence databases - subsections

Show results 1 5 emBL (Updates) [] EMBL (Release) [ EMEL (Whole Genome Shotgun)

per page ] EMBL (Whole Genome Shotgun release) [[] EMBL (Whole Genome Shotgun updates) [ EMBL (Contig release)
[ EMBL (Contig updates) ] EMBL (Contigs expanded releaseg) [ EMBEL (Contigs expanded updates)
[ EMBL (Annctated Cons release) [ EMBL (Annotated Cons updates) [ EMBEL (Release, Deleted)

[ BefSeq Genome (Belease)

[ EMBL (Whole Genome Shotgun Masters) [[] EMA Project

[ BefSeq Genome (Updates)

[*] Nucleotide related databases
[=] uniProt Universal Protein Resource

[a] ] UniProtkB [ UniProtKB/Swiss-Prot [ UniProtkB/TrEMBL [[] UniBef100 [ UniRefgo
[ UniRetso [ UniParc

[+] Other protein sequence databases
[=] Protein function, structure and interaction databases

&l

Protein function databases

] InterPro Matches Complete [] UniParc InterPro Matches
BITEDOC [] BELOCKS [ PRINTS
FEANB 1 PEAMHMMLS ] PEAMHMMFES

[ PEAMSEED [] PRECDOM
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[+

found 12 entries
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m ((({[swissprot-Description:acetylcholine*] & [swissp
Find entries related to current query: L | | [»]

in other databanks

Databanks Available to Link to

Link Options

[+] Expand all [-] Collapse all

f >=arch for related informatic [=] Literature, Bibliography and Reference Databases

2l [ MEDLINE ] Taxonomy ] OMIM O] OMIM Morbid Map

@ Find related entries
[1 Patent Abstracts [ Karyn's Genomes

Literature, Bibliography and Reference Databases - subsections

[ail [ MEDLINE (Updates) [] MEDLINE (Main Release 2008) [] MEDzPUB

[*] Gene Dictionaries and Ontologies
[=] Nucleotide sequence databases

() Fefine Query - show only
results with related

entries
Show only results without
related entries

[[[_W search a1l [ EMBL [ Patent DNA [C] EMEL (Contig) [ EMBEL (Contigs expanded)
1 EMBL (Annotated Cons) [[] EMBL (Coding Sequences) [ EMBL ID/Accession Mapping [ EMBL MGA
Display Options [ IMGT/LIGM-DE ] IMGT/HLA [ [PD-KIR [[] Genome Reviews
[ GR Genes [[] BetSeq Genome [] Livelists
Nucleotide sequence databases - subsections

Show results [ail] [ EMBL (Updates) ] EMBL (Release) [[] EMBL (Whole Genome Shotgun)

pEr page [ EMEL (Whole Genome Shotgun release) [ EMBL (Whole Genome Shotgun updates) [ EMEL (Contig release)
[ EMEL (Contig updates) [ EMBEL (Contigs expanded release) [] EMBL (Contigs expanded updates)
[ EMEL (Annctated Cons release) ] EMBL (Annatated Cons updates) [ EMEL (Release, Deleted)
1 EMBL (Whaole Genome Shotgun Masters) [ ENA Project [[] RetSeq Genome (Release)

[[] BefSeq Genome (Updates)

[+] Nucleotide related databases
[=] uniProt Universal Bg

[all] ] UniProtkQ ® UniProtKB/Swiss-Prat [J)

[ UniRefso [0

[*] Other protein sequence databases
[=] Protein function, structure and interaction databases
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m ({((([swissprot-Description:acetylcholine*] & [swis:
Query . | | D
found 7954 entries

UniProtkB/Swiss-Prot:1A01 GORGO

UniProtkB/Swiss-Prot: 1A01 HUMAN

UniProtkB/Swiss-Prot:1A01 PANTR

UniProtkB/Swiss-Prot:1A01 PONPY

UniProtkB/Swiss-Prot:1A01 SAGOE

UniProtkB/Swiss-Prot: 1A02 GORGO

UniProtkB/Swiss-Prot: 1A02 HUMAN

UniProtKB/Swiss-Prot: 1A02 PANTR Q:[_: EEI A
UniProtkB/Swiss-Prot: 1A02 GORGO /f /l:[ 7 N :
UniProtkB/Swiss-Prot: 1A03 HUMAN
UniProtKB/Swiss-Prot: 1A03 PANTR A Z E‘J/—EH EI ﬁ}j—é /TZIK N
UniProtkKB/Swiss-Prot:1A04 GORGO X
UniProtkB/Swiss-Prot:1A04 PANTR

UniProtkKB/Swiss-Prot: 1411 HUMAN A ) ) /_‘
UniProtkKB/Swiss-Prot: 1A23 HUMAN *H 9% E%E )jﬂ% l::I EI@ }:’yf
UniProtkB/Swiss-Prot: 1A24 HUMAN
UniProtkKB/Swiss-Prot: 1A25 HUMAN
UniProtkB/Swiss-Prot: 1A26 HUMAN
UniProtkKB/Swiss-Prot: 1A29 HUMAN
UniProtkKB/Swiss-Prot: 1A30 HUMAN
UniProtkB/Swiss-Prot: 1A31 HUMAN
UniProtkB/Swiss-Prot: 1A32 HUMAN
UniProtkB/Swiss-Prot: 1A33 HUMAN
UniProtkB/Swiss-Prot: 1A34 HUMAN
UniProtkB/Swiss-Prot: 1A36 HUMAN
UniProtkB/Swiss-Prot: 1A43 HUMAN
UniProtkB/Swiss-Prot 1AS6 HUMAN
) descending UniProtkB/Swiss-Prot: 1A58 HUMAN
UniProtKB/Swizss-Prot: 1A68 HUMAN
Show results UniProtKB/Swiss-Prot: 1AT4 HUMAN

per page gotoentiesinpage|..(1).2.3.4.56..6..7..8.9.10..11.]
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Launch analysis tool:
(nceiBLasTe |3 |

Show tools relevant to these

Link to related information:

I |
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" Quick Search  Library Page  Query Form Tools Results Projects \iews Databanks
Reset (([{UNIPROT UNIPARC}-alltext:acetylcholine*] & [{UN. =3
Query | | [+]

Apply Options to:

) selected results only

® unselected results only

Launch analysis tool:

[NCBI BLASTP

g Counen

Show tools relevant to these

results:

Link to related information:

Sawve results:

Display Options

iew results using:

[ UniprotWview

[unsorted

O ascending
) desce nding

per page

Printer friendly view Ll

Apply Display Options

found 1132 entries

[J UniProtkB:A4 HUMAN

Pos067

POS067

Amyloid beta A4 protein precursor (Alzheimer
disease amyloid protein) (ABFP) (APPI) (APF)
(PreAd) (Cerebral vascular amyloid peptide)
(CWAP) (Protease nexin-Il) (PN-II) [Contains:
Soluble APP-alpha (S-APP- alpha); Soluble
APP-beta (S-APP-beta); C99; Beta-amyloid protein
42 (Beta-AFPP42). Beta-amyloid protzin 40 (Beta-
APP40); CB3; P3(42); P3(40); Gamma-CTF(E9)
(Gamma-secretase C-terminal fragment 58)
(Amyloid intracellular domain 59) (AICD-59)
(AID(BE)); Gamma-CTF(E7) (Gamma-secretase
C-terminal fragment 57) (Amyloid intracellular
domain 57) (AlCD-57) (AID(57)); Gamma-CTF(50)
(Gamma-secretase C-terminal fragment 50)
{Amyloid intracellular domain 50) (AICD-50)
(AID{B0)), C31].

Homo sapiens
(Human).

3D-structure
Alternative
splicing
Alzheimer
disease
Amyloid

Apoptosis
Cell adhesion

Direct protein
sequencing
Disease
mutation
Endocytosis

Glycoprotein
Heparin-binding
Iron

Membrane
Metal-binding
Notch signaling
pathway
Phosphoprotein

Polymorphism
Protease

inhibitor
Proteoglycan
Serine protease
inhibitor

Signal
Transmem brane
Zinc

77

[J UniProtKB:ACH10 CHICK

CHRMAT0

Calcium
Calcium
channel

Calcium
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Search Options

Combine search terms

with: [& (AND) :]

Lse wildcards

et results of type:

e

[Entry -]

Result Display Options

) View results Lsing:

[Uniprnt‘u’iew :l

ar

@ Create a view

results per page

To do more advanced

Fields you can search Your search terms

R

In a single field, you can separate multiple values by: & |or! 1] 2
[ ] [ Description - Hacetylchuline receptor

[ ) [ Species = Hhuman

0 |AlText :|

© |AlText 3l

) W NE— S

Create a view

Select the fields you wantdisplayed in your view and choose the format

Choose 1 or mare fields: Display As: ® Table (O List

o
EntryMame

Data Class
AccessionNumber

Primary Accession Number
Sequence Yersion
Creation Date B

Y fE <Ctrl> 8 <Shift> i 1T %2 1%

Sequence Format: [ SwWiss - l

-y
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UniProtK B/Swiss-Prot

—

GRS NS

W,

| —a
N

LI

1D | EntyName | Description | Owanism

[ UniProtkB/Swiss-Prot:ACH 10 HUMAN

ACH10_HUMARN

ACH10_HUMAMN

Meuronal
acetylcholine
receptor subunit

alpha-10 precursor

(Micotinic
acetylcholine
receptor subunit
alpha 10y (MACHR
alpha 103.

Homo sapiens
(Humanj.
Eukaryota;
Metazoa,
Chordata,;
Craniata;
Verebrata,
Euteleostomi,
Mammalia,
Eutheria;
Euarchontoglires;
Frimates;
Haplarrhini;
Catarrhini;
Hominidae;
Homo.

[ UniProtKB/Swiss-Prot: ACHA2 HUMAN

ACHAZ _HUMAM

ACHAZ HUMAN

Meuronal
acetylcholine
receptor subunit
alpha-2 precursor.

Homo sapiens
(Human).
Eukaryota;
Metazoa,
Chordata;
Craniata;
Vertebrata,
Eutelecstomi;
Mammalia,
Eutheria:
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Quick Search __Library Page

Query Form Tools Resulis

Resetl

View name:

Display results as
@ table
O list

Databanks to define a view for

Show fields from: () All fields in databanks

banks

H 2 SR

Databanks to be linked to

® commen fields anly

MEDLIME

Taxonomy

OMIM

OMIM Morbid Map
Patent Abstracts
Karyn's Genomes
MEDLIME (Updates)
MEDLIME (Main Release 2008)
MEDZPUE

UMILIE

LOCUSLIMK

LocuslLink Refseq fields

LocuslLink Refseq Model fields

MEDLIME

Taxonomy

OMIM

OMIM Morbid Map

Patent Abstracts

Karyn's Genormes

MEDLIMNE (Updates)

MEDLIME (Main Release 2008)
MEDZPUE

UMILIE

LOCUSLIMK

LocuslLink Refseq fields
LocuslLink Refseq Maodel fields

L
Il W Create Hew ¥iew

Delete View: * Narmes only *

Delete View
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Apply Options to:

) selected results only
® unselected results only

gl Lo

[Clustalw

Show tools relevan

=52

Link to related information:

Save results:

Display Options

View results using:

[ Swiss\View = l

Sort results by:

[unsor‘ted :l

O ascending
) desce nding

Show results

per page

((([swissprot-Description:acetylcholine*] & [swissp

Cuery

]

found 19 entries

UniProtK B/Swiss-Prot M

Description

553 Ht(LAClustalw A 141

coneane| oranien | —uthors

O] UniProtKB/Swiss-Prot:ACH10 CHICK Qolac7 Meuronal acetylcholing receptor subunit alpha-10 precursor (Micotinic CHRMATOD |[Gallus Barabino B.
acetylcholing receptor subunit alpha 10) (MACHR alpha 10) (Alpha 10 gallus Boulter.d.
nAChR). Chicken Alliod, .

Eukaryota Ballivet, M.

Metazoa

Chordata

Craniata

Vertebrata

Euteleostomi

Archosauria

Dinosauria

Saurischia

Theropoda

Coelurosauria

Aves

Meognathas

Galliformes

Fhasianidae

Fhasianinas

Gallus

O] UniProtKB/Swiss-Prat:ACHE8 CAEEBR QB0S81 Meuronal acetylcholine receptor subuniteat-2 precursor. eat-2 Caenorhabditis  |Stein,L.D.

briggsas Bao,Z

Eukaryota Elasiar,D.

Metazoa Blumenthal T.

MNematoda Brent,M.R.

Chromadorea Chen,MN.

Rhabditida Chinwalla,A.

Rhabditoidea Clarke,L.

Rhakditiclas Cles C.

Feloderinag Coghlan,A.

Caenorhabditis  |Coulson,A.
D'Eustachio,P.
Fiteh,D.H A
Fulton,L.A.
Fulton R.E.
Griffiths-
Jones, 5.
Harris, T.W.

Hillier, L. W.



Quick Search _ Library Page

Query Form

b

Tools Results Projects
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Views

Databanks

_A/\‘Z

2

Reset

Job Options

Mote: this tool is run by LSF batch
queueing system.

Mame of the queue is
extsrv_interactive -R 'msa
order[p_clustalw:r15s:pg]
span[hosts=1]" -L /bin's h{batch).

Parameter set options

Sawve current parameter set

ClustalW

Job name: [temp

Input data from entries:
SWISSPROT:ACHIO _CHICK | =
SWISSPROT:ACHE_CAEBR
SWISSPROT:ACHA_CRORS
SWISSPROT:ACHA_ERICO [
SWISSPROT:ACHA_FELCA
SWISSPROT:ACHA_HERIC
SWISSPROT:ACHA_MAJMA
SWISSPROT:ACHA_MATTE |«

General Options

Order of sequences in alignment | INPUT =

Algorithm for the pairwise alignments guide tres
® rFasT O sLow

For Fast Pairwise Alignments

Word size (k-tuple)

Number of best diagonals:
Window around best diagonals:
Gap penalty:

Score type to use

More Info...

e R

Multiple Alignment

Usge substitution matrix
Zap opening penalty:

Gap extension penalty:

Gap separation distance:
Delay Divergent sequences:

No end gap penalty [
Use residue specific penalties

Use hydrophilic penalties

Fer Slow Pairwise Alignments

Use substitution matrix
Pair gap opening penalty:
Pair gap extension penalty (0.0-10.0):

Jok Status
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Tools Results Projects iews Databanks

Tool was submitted to Queueextsrv_interactive -R 'msa order[p_clustalw:r15=:pg] span[hosts=1]" -L /bin's h{batc h).
Tool command:

Use Baich job stafus page to view

List of Batch Jobs

Job Name Status Start Date Results Result Queue Name
from Set
| / 18-Jun-2008 CLUSTALW extsrv_interactive -R 'msa order[p_clustalw:r1&s:pg] span[hosts=1]"-L
temp clustal 1 22:55 /bin‘sh{batch)




Cluick Search Library Page Query Form Tools Results Frojects Views

Databanks

CED

File Name: ./temp_job1.clustalw

Content of the tool output file:

' Sequence:
! Sequence:
! Sequence:
! Sequence:
! Sequence:
! Sequence:
! Sequence:
! Sequence:
! Sequence:
! Sequence:
! Sequence:
' Sequence:
I Sequence:
I Sequence:
I Sequence:
I Sequence:
I Sequence:
I Sequence:
I Sequence:

SWISSPROT:
SWISSPROT:
SWISSPROT:

SWISSPROT

SWISSPROT

SWISSPROT

SWISSPROT

SWISSPROT:
SWISSPROT:
SWISSPROT:

ACHLG CHICK Neuwronal acetylcholine receptor subunit alpha-10 p...

ACHE CAEEBR
ACHA CRORS

tACHA_ERICO
SWISSPROT:
SWISSPROT:

ACHA_FELCA
ACHA_HERIC

tACHA MAJMNA
SWISSPROT:
SWISSPROT:

ACHA_NATTE
ACHE CHICK

tACHD_CHICK
SWISSPROT:
SWISSPROT:

ACHG_CHICK
ACM2_CHICK

tACM2_PANTR
SWISSPROT:
SWISSPROT:
SWISSPROT:

ACM2_GORGO
ACM3_PANTR

Meuronal acetylcholine receptor subunit eat-2 prec...
Acetylcholine receptor subunit alpha (Fragment).
Acetylcholine receptor subunit alpha (Fragment).
Acetylcholine receptor subunit alpha (Fragment).
Acetylcholine receptor subunit alpha (Fragment).
Acetylcholine receptor subunit alpha (Fragment).
Acetylcholine receptor subunit alpha (Fragment).
Acetylcholine receptor subunit beta precursor (Fra...
Acetylcholine receptor subunit delta precursor.
Acetylcholine receptor subunit gamma precursor.
Muscarinic acetylcholine receptor M2,

Muscarinic acetylcholine receptor M2 (Fragment).
Muscarinic acetylcholine receptor M3,

Muscarinic acetylcholine receptor M3,

ACM3 PIG Muscarinic acetylcholine receptor M3,

ACM4 XENLA
ACRS_CAEEL
CUP4_CAEBR

Muscarinic acetylcholine receptor M4,
Acetylcholine receptor subunit alpha-type acr-S pr.
Acetylcholine receptor-like protein cup-4 precurso.

CLUSTAL W (1.83) multiple sequence alignment

ACH1O CHICK
ACHE CAEER
ACHA_CRORS
ACHA_ERICO
ACHA_FELCA
ACHA_HERIC
ACHA_MNAJMNA
ACHA_NATTE
ACHB_CHICK
ACHD_CHICK
ACHG_CHICK
ACMZ2_CHICK
ACMZ_PANTR
ACM3_GORGO
ACM3_PANTR
ACM3_PIG

ACMA_XENLA
ACRS_CAEEL
CUP4_CAEER

ACHLD CHICK

T R e
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olile §-T-10w 8 Library Page Query Form Tools Results Projects Views Databanks [ HE|
SRS

Quick Text Search Search Tips

Start a Permanent Project

Find : [ Muclectides » | matching : [Enter Text Here l

Searches Databanks: EMEL Nucleotides 13
7 Want to know more about
using §AS7
- go fo the Help Center for News and Announcements Search Tips
online searchable help.
- lookinour SRS@EEBI FAQ Im portant announcements:

S e pageat

<0> Enter your SRS user name:

[yanlinlin82| ]

‘QCancel [ QﬂOK ]
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Quick Search __ Library Page  Query Form Tools Results Views Databanks

Reset Contents of project”

Permanent Project

SRS account: yanlinling2
Project: projecty

Name Query Expression Name

[]a3 [CLUSTALW-JobMName:temp_job1] [[] SWISSPROT

project?7 Options (a2 ((([swissprot-Description:acetylcholine”] & [swissprot-

Description:receptor]) | [swissprot-Descriptionacetylcholing receptort]) &
[swissprot-Speciss:human®])

G m a1 (([[UNIPROT UNIPARC}-alltextacetylcholine*] & [UNIPROT
UNIPARC]-alltextrece ptor]) | [UNIPROT UNIPARC]-alltext:acetylcholine
Rename project: receptor])

projecty | |l
Delete project:

PIEEE-R/iR MJ?EI’J/W%, DL B ek
IR, ZEEEEAE X H 71|28 H Sk

Hew Fro ject
Open from deskiop:

Switch projects:

=X
ooy 1] N
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- NEHEAS InARIE (annotation)
— € Hill _CAEI(Workflow)

(g5 5k HA: http://www.biowisdom.com/)
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