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Library Page  Query Form Tools Results Projects Views Databanks

SRS
Quick Text Search Search

Start a Permanent Project

Find : | Mucleotides B matching : |Enter Text Here

Tips Searches Databanks: EMBL Nuclectides |||‘ﬁ

Want to know more about

using 5RS57
- go to the Help Center for News and Announcements Search

online searchable help.

- look in our SRS@EBI FAQ Important announcements:
for answers to commonly |
asked questions 13.12.07 MEDLINE and MEDLINENEW will be unavailable while Medline [
15 updated to the 2008 release. Please use MEDLINEZ00S
Linking to SRS? during this update.
- Please read our Linking to
SRS guide for important Medline has been updated to the 2008 release.

information regarding linking

to our SRS Server. 11.12.07 EMBL Release 93 is now on-line (release notes, data notes).

06.11.07 Please Note: Saturday 10th November 2007, Some services
may be affected by essential maintenance on Saturday 10th
Movember 2007. We apologise for any inconvenience.

29.09.07 Please MNote: Saturday 29th September 2007, Some services
may be affected by essential maintenance on Saturday 29th

biowisdom
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temporary project

SRS Project Options Contents of your temporary project
| Queries |
Save to desktop: m Name Query Expression Mame
e Q2 [embl-allText:caa®] EMBL
“ ... | Q1 [embl-allText: caa*] EMBL1
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save HopenftIhfit




permanent project
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Copy selected tems to:

| Copy | .
= FrE (New Project) ,#radt—A
Create a project: Project, AT R TAEK S
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Open from desktop:
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= Quick Search
= the Standard Query Form
" the Extended Query Form



Quick Search

Quick Text Search Search Tips
Find : | Proteins . matching : dehydrogenase
Searches Databanks: UniProt Prateins nmp
= Quick Text Search.
Q Quick Search Z#F#

= Sequence Similarity / Homology #/2 %z % £ /754147

Search. (EB| SRSHTCIIN)  #IBH G518 45
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the Standard Query Form &
the Extended Query Form

_Quick Search [N I@ Tools Results Projects Views Databanks _

Search Options IR el 2. kidrStandard Query Form

jiExtended Query Form

[#] Expand all [+ databanks toaltip:
1. Select the databanks
you want to search
= Literature, BibJ and Reference Databases
2.Enter your search terms [] ME” [] Taxonomy [] oMmIM [] OMIM Morbid Map
In the Quick Search box,
or choose a query form 1 Patent Abstracts [] Karyn's Genomes
from below Literature, Bibliography and Reference Databases - subsections

2l [ MEDLINE (Updata=' Ve se 2008) [] MED2PUB
+| Gene Dictionariesa 1~ 1L ¢ Databank

[=] Nucleotide sequen

‘You can browse through E___EEMBL [] Patent DNA [] EMBL (Contig)

all the entries in any

databanks. [] EMBL (Annotated [] EMBL (Coding [] EMBL ID/Accessiol
FirSt.. select the databanks Cons) SECIUEFICES-] Maggmg

you want to browse, then

click- [] IMGT/LIGM-DB [] IMGT/HLA [] IPD-KIR

[] GR Gene Sets [] RefSeq Genome [] LiveLists

Nucleotide sequence databases - subsections




the Standard Query Form

In a single field, vou can separate multiple values by &, | or ! I 2 m
© | AlText ~]
€ | AllText ]
© | AlText ~]
€ | AllText ]

the Extended Query Form

Reset search EMBL (Updates)

In a single field, you can separate multiple values by &, |, ! -y
Combine search terms
. AllText
with: | & (AND) | |
AllIDs | |
Use wildcards
1D | | O
Get results of type:
Entry Topology (1 circular [ linear O
[] genomic dna [] genomic ra
Result Display Options [ mma [ other dna
*) View results using: [ other ma [ pre-ma
Molecule ] rma [] snorna Il

 EMBLSeqSimpleView




Search Terms

Single-word search H.ii] 45 25 14
Multiple-word phrases# ir] 4k ki 1E
Numbers and dates %7 %k
Regular expressionsHi I {22 =X
Wildcards:iifi it /4
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(OR), aldehyde ! reductase (BUTNOT).




= Numbers and datesEF M EIEHE.
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Entry Creation Date [between =] |11 =] [Mar =] j2002 |9 =] [Mar =] [2003 r
LastUpdatad [select =7 =] [Jan vy [1 =] [dan 2] ey C
Seguence Length I:'_'r:l'-” {>= =] 212 [¢= =] Ja00 r

Referen subentry field m Falars

aherencas ¥
View results using: [* Nar a.t_...r‘.';‘_EI inmp Search ;
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Display Options

View results using: ﬁ%ﬁ%%%ﬂ‘]ﬁﬁ

Seqgaimpleliew —~—

Sort results by: Result Display Options

Crganism MName D

® View results using:

O aacendir‘!g ﬂ%ﬁlfﬂmji UniprotView =

(*) descending
K ar

Show | 30 D results
per page

() Create a view

Show 30 D

results per page

Printer friendly view

Apply Di=splay Options




UniProtkB/Swiss-Prot:1411 PRUMU

UniProtkB/Swiss-Prot:2NPD MEUCR Qo1284

0

UniProtkKB/Swiss-Prot:2NPD WILMR Q12723

UniProtkKB/Swiss-Prot:9GL ASFB7

065163

l-aminocyclopropanse-1-carboxylate synthase 1

segsimpleview

>3-.~ | QQMBQS 11211 PRUMIT 1-—amir
ATANRFLLSKIATSEGHGENSPYED
EE'I{[rJ—‘_IFW

ITLEVALKRIRTFEFVROQGEFRAQD
MSPHSPLVERAKT

(EC 4.4.1.14) (ACC synthase) (S-adenosyl-L- 4Qz
methionine methylthioadenosine-lyvase).
Z-nitropropane dioxygenase precursar (EC 37¢
1.13.11.32) (Mitroalkane oxidase) (2-MNPDQ).
Z-nitropropane dioxyvgenase (EC 1.13.11.32) 27
{Mitroalkane oxidase) {2- NPI}).
Probable FAD-linked sulfhywdryl oxidase 9GL (EC
11¢

1.8.2.2).

1 {(EC 4.4.1.14) {ACC synthase) {(S—adencsyl—

LoAy .‘f?qEPﬂ?.LWQITLRLQFSSSQIFRF QESV r.I‘:Eﬂ__

>5'«.-‘|Ql31284|‘111=‘ NEUCR Z—nitcro ne dioxyvgenase prec sor (EC 1.13.11.32) {(Hivcroalkane oxidase) {2—-MFD) .
SHEREEESAROAL L THKILNSWEFITENEFVIISAFMYLIANGTLEREW EWVEh
SSHLTALSTELASARRSRLELTIDRFLIFLF "
1.13.11.32) (Hitroalkane oxidase) (2— HWFD) .
DEIETQL
EFDKKELKLLYFE
VINLOEFQOLY
DSASTISHNFFFITIRDMGE
SWEDT
0 uniProtkB/Swiss-Prot:1A11 PRUMLU - o. a0 o
Sminocyclopropanea-
1-carboxvlate 0. =0 A
synthase 1 (EC
sS4 1.1a) (Aacc o @ i
svnthasel) (S-
adenoasyl L e =m 4
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methylthicadenosimne- g 5
lyasel. -
—o.eo0 - - - - | |||| U
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=0 100, 0 Zod. o =00, O ET=T= =] Soo. o
0 wuniProtkB/ Swiss-Prot: 2MNED MNMEUCR EETLEREECE EENE 0.0 o
dioxygenase
precursor (EC o. 40 o
1.1=.3131.33)
(Nitroalkan= oxidas=) |0 20 5
(2-MPDJ. oo 4
—o.=zo o
—oa
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Links

Use this page to set the requirements when
searching for links to other entries from your
existing query results.



Get to the Link Page

= Manage your Query Results page
= the Query Result page
= the Entry page




Find Links from the Manage your
Query Results Page

= 3 G
SEE%'% All Databases Edl Enter Text Here Go [eset e fomdtaek

EBl Groups - Traiming - Industry | Aboutus - Help - Site Index B0

Juick Search Library Page Query Form Tools Projects Wiews Datalbank

Search using a gquery expression:
(Query Reference)

Results Options
Options are applied to

selected queries only Result History

Save results: m Mame Type Total Mo. From Mo. Query Expression
query 3191 SWISSPROT 3191 - ; - o .
Delaete results: ] o=z l2wissprotc—LllTextT:
3| (T | &
Combine queries ] o1 query 3191 SWISSPROT 3191 | rsyissproc—LRllText:
with: | & (anDy B (S| T | E

Find related info: m




Find Links from the Query Result Page

MBLEBI S e P

Enter Text Here

Databases | Tools | EBI Groups | Training Industry | About Us
Quick Search Library Page Query Form Tools Results F
[swissprot—A11Text:oxi
Query
Apply Options to: UniProtKB / Swiss—Prot

0 uUniProtkB/Swiss-Prot:14A11 PRUML

{ selected results only
(*) unselected results only

] uUniProtKB/Swiss-Prot:2MNPD MNEUCR
Result Options [l uUniProtkB/Swiss-Prot:2NPD _WIL MR
Launch analysis tool: 1 uniProtkB/Swiss-Prot:9GL ASFB7
L h i . .
NCBI BLASTE ﬁ [0 uUniProtKB/Swiss-Prot:ABA2 ARATH
Show tools relevant to these
Link to related infa 1 uniProtkB/Swiss-Prot:ABP1 HUMAMN

Sawve results:
m [0 uniProtkB/Swiss-Prot:ABP1 MOUSE




Find Links from the Entry Page

Entry Information General Description Ref
General information

Entry from:
Entry namse 1A11  PRUMLU
Accession number QOMBOS
Integrated OZ-MNOWV-2001, UniProtkB/Swiss-Prot.

51 - Sequence update 01-OCT-2000, sequence version 1

swl8$mt Annotation update 11-SEP-2007, entry version 40

UniSawve OoOMBOS
Entry Options LniRef100 UniRefl0d Q9MB9S
UniParc LUPIOO00124E2D
Launch analysis tool: Description and origin of the Protein
| MBI BLASTPR Description l-aminocyclopropane-l-carboxylate s
vase).
Gene nameils) ACS1
Link to related QOrganism source Prunus mume (Japanese flowering ap
infarmation;
Link Taxonomy Eukarvota; Viridiplantae,; Streptophywt.
eudicotyvledons; rosids; eurosids I; Rc
Save entry: m MCBI TaxID 1023107
Wieww [1] Mita,s., Kirita,Z., Kato,M., Hyodo, H.,
- - Expression of ACC synthase is enhal
(1999 Physiof. MMantarum 107 :319-32

Fosition MNUILEOTIDE SEQUEMNCE [ME



two forms of the Link page

Databanks Available to Link to

# Expand all [=] Collapse all initiated the Iinks\

Select the databanks vou f .th th
r;?::niié:ﬁrth R # Literature, Bibliography and Reference Da rom einer €
*/ Gene Dictionaries and Ontologies Man age your
() Find related entries */ Nucleotide sequence databases
¢ Refine Query - show !ﬂ Nucleotide related l:latalhases Qu ery Resu |tS or
only results with *| UniProt Universal Protein Resource
related entries # Other protein sequence databases QU ery Result
) Show only results #/ Protein function, structure and interaction ages
without related */ Enzymes, reactions and metabolic pathwe D g
entries +| Mutation and SNP databases

[+ Other databases
|||-m # User owned databases

[+ Application result databases

g 8______ initiated the links
Select the databanks vou .
ﬁ?g:rﬁc;tsiﬁﬁmh for related [+| Literature, Bibliograph frOm elther the

[+] Gene Dictionaries and
'"* [+] Mucleotide sequence d Entry page
[+]

Mucleotide related dats:



Link Options

Find related entries

> This option searches for entries in the
databanks you have ticked, and which have
links to the current query. The result is a list
of entries in the selected databanks.
Select the databanks you

Refine Query - show only results with SELEEGER TS i

information
related entries
» This option searches for entries in the &) Find related entries
current query which have links to the _ _
databanks you have selected. The result is () Refine Query - show
a subset of the entries with which you only results with
started. related entries
O Show only results
Show only results without related without related
entries entries
> This option looks for entries in the current
query which do not have links to the 1y

databanks you have selected. The result is
a subset of the entries with which you
started.



Expression Linking

search for a link between two or more
sets of results or between a set of

results and a databank.



Zorm Tools Projects Views Databanks

Search using a query expression: ol <« 04

(Query Reference)

Mame Type Total No. From Mo. Query Expression Comment
1 os query 2505 SWISSPROT 2505 [(swissprot—RllText: %
3 3
il 4 query 227820 EMBL 224629 |r1ips=Jembl swissoro—
Q SWISSPROT 23191 |._.|L_|.I.I.I—_|] pD"_—"
| 3
0 o2 query 3191 SWISSPROT 3191 'swissp:ct—a;;rext:c%
3 T | E
1 o1 query 3191 SWISSPROT 3191 'swissp:ct—a;;rext:c%
3 T | E
B <

Entries in the set or databank to the left of the operator
are returned if they have a link to any entries in the set or
databank to the right of the operator.

Entries in the set or databank to the right of the operator
are returned if they have a link to any entries in the set or
databank to the left of the operator.



Linking operations.

Operators Returns Entries in:

< Ql < Q2 In Q1 that link to Q2.

= Ql > Q2 In Q2 that link to Q1.

< & Q1L <02 &03 In Q1 that link to Q2 and
Q3.

< | QLl<Q2] Q3 In Q1 that link to Q2 or Q3.

< QL <Q2!Q3 In Q1 that link to Q2 but

not Q3.



Expression Linking Examples

If you have a set of EMBL entries in a query, Q3,
which you wish to search for links with the
SWISS-PROT databank, type:

Q3 < swissprot

This will show the EMBL entries from the original
guery that have links to the SWISS-PROT
databank.

If you would rather see the SWISS-PROT entries that the
above operation returned, turn the linking operator around
so that it points towards SWISS-PROT:

Q3 > swissprot
This returns the SWISS-PROT entries that have links with
the entries in Q3.



Analysis Tools

SRS analyis tools are bioinformatics programs that use a
databank query as input. The output file from an analysis tool
IS iIndexed In the same way as any other databank. This
enables users to store and guery their analyses.
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uick Search __ Library Page

SHrﬁ All Databases u Enter Text Here Go
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Fiw

Reset (7
fiead

Advanced Search

Site Indes

Da

| AboutUs | Help

Results Projects Views

Available Analysis Tools - listed by type

[+] Expand all

[=] Collapse all

Launch analysis tool:

AlSubSimM

[+| Alignment Tools

[+| Display Tools

'+ Edit Tools

'+ Information Tools

[+ Nucleic Tools

|E| Protein Tools

eny Tools

rity Search Tools

v

Packages In\

— AN AE T A
chk Launch

NCBI B
OTHER
FASTA
CLUSTAL
HMMER

EMBOSS

ESRSF
AR

Search Descriptions
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= fELibrary PageH 1% £:Swiss-Prot, it A
Standard Query Form. & #X tEH A
CEA.A i, SearchiliT &tk

Fl2lds you can search Y OUr search terms

In asingle fidd, you can separate multiple values by: &, | or ! Illﬁm
ﬂ | lescriptl on d cea

(i | | ALIT axct v

i | ALLTzxt =]

i | ALLITzxt -




= BRI 4R,

FHORHI R » AE W74 R

MR Ak Y H 2k 2

) DT F 2 0 e 1

HAa] LLE 3 Tools i) i% I, )ﬁlﬁ%

1@ A 1 ]\X]L Wyt INYS

TH EI’J :

Show tools relevant to these

results: W

Link to related inform at

=
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- Alignment Tools

Alignment Differences

Alignment Dot Plots

+ [+] [+

Alignment Global

+

Alignment Local

—I Alignment Multiple

ClustalW Multiple protein sequence alignment - Launch More info...

ClustalW 2 Multiple protein sequence alignment - Launch More Info...

Display Tools

Edit Tools
Information Tools
Mucleic Tools
Protein Tools

+| [+] [#] [+] [+] [+

Similarity Search Tools



X7 Fk i 45 B it 4 ClustalwAb 2,
A dilaunchig:

|||||

Databases | Tools ' EBI Groups ' Training ' Industry | About Us | Help
Quick Search___Library Page _Query Form Tools Results Projects \Views Databanks

m ClustalW More Info...
20b name: [temp e I

Mote: this tool is run by LSF Input data from entries:

batch gueueing system. SWISSPROT-CEAM2Z_MOUSE

Mame of the queus is SWISSPROT:CEAMA HUMAR

extsrv_interactive -R 'msa SWISSPROT-CEAMA MOUSE

order[p_clustalw:r15s:pg] SWISSPROT-LYRIC_HUMAN

?g:{'ﬂﬂ"‘;‘m:l] -L /bin/sh SWISSPROT-LYRIC_MOUSE
SWISSPROT-LYRIC_RAT

Parameter set options General Options Multiple Alignment

Save current parameter set Order of sequences in alignment | INFUT m Use substitution matrix | Gonnet set

G Algorithm for the pairwise alignments guide tree

@® FasT © sLow
" s Gap extension penalty: |0.05

Gap opening penalty: |10.0

Gap separation distance; |8

Delay Divergent sequences: 40

Mo end gap penalty [

P T . SN (U ) |



Library Page _ Query Form Tools Results Projects Views Databanks

Tool was submitted to Queue:extsrv_interactive -R 'msa order[p_clustalw:r15s:pg] span[hosts=1]" -L /bin/sh(batch).
Tool command:;

. . =]
jebijextserv/bin/clustalw/clustalw -infile='./temp clustal 1 in tmp.s' -outorderg

Use Batch job status page to view the results

B Ldiresult &4

List of Batch Jobs

Job Name Status Start Date Results Result Queue Name
from Set
10-1an-2008 extsry_interactive -R 'msa
15: 44 order [p_clustalw:rl5s:pg]
[ E CLUSTALW - B
temp_clustal_3 span[hosts=1]' -L

/indshibatch)



Sequence: SWISSPROT . CEAMZ MOUSE Carcinoembryonic antigen-related cell adhesion mol...
Sequence: SWISSPROT . CEAMS HUMAN Carcinoembryonic antigen-related cell adhesion mol...
Sequence: SWISSPROT:CEAMA MOUSE Carcinoembryonic antigen-related cell adhesion mol...
Sequence: SWISSPROT:LYRIC HUMAN Protein LYRIC (Lysine-rich CEACAM] co-isolated pro...
Sequence: SWISSPROT:LYRIC MOUSE Frotein LYRIC (Lysine-rich CEACAM] co-isolated pro...

Sequence: SWISSPROT:LYRIC RAT Protein LYRIC (Lysine-rich CEACAM] co-isclated pro...
CLUSTAL W (1.23) multiple sequence alignment

CEAM2 MOUSE ~  -———————————- MELASAHLHEGOVPWFGLLLTASLLASWSPPTTAQVIVHMAFPLHAALE
CEAMS HOMAN @~ @~ @———-———————— MESPSAPPHRWCTPWQRLLLTASLLTFWNPPFTTAKLTIESTPFNVAE

CEAMA MCOUSE @~  -———————————- MELASAHLHEGOVPWVGLLLTASLLTYWSPATTAQVIVEAVPPHNVTIA

LYRIC HUMAN MAaARSWODELAQOAREGSARLREML.SVGLGFLRTELGLDLGLEPERY PGWVILVGEGT GALG

LYRIC MOUSE MAaLRSWODELAQOAREGSARLEELLSVGLGFLRTELGLDLGLEPERY PGWVILVGTGALG

LYRIC RAT MAaARSWODELAQOAREGSARLRELLSVGLGFLRTELGLDLGLEPERYPSWVILVGEGTGALG
=  wm=

L - -
u

CEAMZ MOUSE GV I LVVYNMMEGVSAF SWHEGSTTSTHAEIVREVIGINET IKGPVHS
CEAMS HUMAN GEEVLLLVHNLPQHLFGY SWYKGERVDGHNRQIIGYVIGIQQATPGEAYS
=]

LYSHNGSL
TYPHASL
CEAMA MOUSE DHNVLLLVHNLPQITLREVEYWYHGNSGAGHNEIGREVI SINESKMGLAH IYSHNGSL
LYRIC HUMAN LLLLFLLGYGWARACAGARKERRSPPREREEAALVEPARLPDDLALLENLRSEEQEEENRE
LYRIC MOUSE LLLLFLLGYGWAARCAGARKERRSPPREREEAAP-PTPAPDDLAQLENLESEEQEEENRE
LYRIC RAT LLLLFLLGYGWARACAGARKERRSPPREREEVIP-PFTEPAPEDPAQLENLRESEEQEEENRE
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-

CEAM2 MOUSE LIQRVIMEDTGVY T IEMT DN YREEVLT G————QFAHVHELLLESNIT SHNNSNEVEGDDSYV
CEAMS HUMAN LIQNITONDTGFYTLHVIKSDLVNEEATG——--QFREVYPELPEPSI S5NNSKPVEDEDAY
CEAMA MOUSE FFRSVIENDEGYVY ILYMLDONFEITPISVRE————-FAVHPSLLE————- SLSFPTTGQVIV
LYRIC HUMAN KLSERPEPNGRIVEVAEGEAVRTPQSVIAKQPPET DEENEKSERENEEKSKS DAKAVONS
LYRIC MOUSE ELPEEFPEFNGRIVEVPEDEVVENPRSITAKQAPET DEENEESEENEEESESDAFKAVONS
LYRIC RAT KLPEEPEPNGRIVEIPEDEVVRETPRESITAKQPPET DEENEEKSEENEEKSKS DAKAVONS
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SRS AT

—l=1 Help vaith get=.

—= FalL=E Prinmnts the entire entry .

—t FoalL =E CTopyw the complete text Camnmnotation) part of the et ..

— Foal =E Topw the data (e g sequencael part of the entrw.

—d FalL=E Frimt the token=s thhat wwould b= generated for inde=ing.

—F —=taxrarey = b Imncdud=s Aisld=s im entry list.

—=rf <=t adruvg> e Li=t of Aield=s that will be placed imnto a table «riswvs .

—r Fal =SE appends a wildcard to each s=e=arch veord.

— 1t <xa> [} rRurmber of first emntry Iim ==t to be wiseveased .,

—11 <z (] rMurmber of entries to be wievweaed in one go .

— 1= FalL =E List all walu=e=s that miatch the guerss.

— A=t FoalL =E Li=t all wvalu=s= thhat match the query, plus the Nomiber of ernrtctie=s for each Mmatch .
—1mdra =xa > [ ] Li=t only «wvalu=e= thhat aocour at least the speaecitied mumMmiber of timMmes. Lsse togethaer

waith —1=-.

—_— FoalL =E Feport the mnumber of entries that voere found, bt mot the entries them=sselve=s.
—drift Fal=E Frimts inftfo about the specified databank.
—1hal= FalL=E Prinmnts a list of all activ=e databanmk=.

— = e=wr <=taxaxreg > e rMarm=s of wieve to be used vabhen displawing entries.

—axr= «“=tadiryvg> Strnng of one or more characters to separate record=s im wiswas,

——== w==tadrug> =tring of omne or Mmore characters to separatese columim s imn Siess

—=f < =txdracy> e Formmat of sequenc:s output Fil=.

—=f =t druvcoy Formmat of sequenc=e alignmient output fAle .

—ktml FalL=E Z=lect HTMML format for output.

— === TR ILE =Z==laect O0="II taortmnat for ouatput.

—=f £ Faoal =FE Saacocesses the off-limne vwersion of a databanik= .

—aidd <=taxrdrag> The useser I, or filenames associated with a Wy Se==ion .
— =t =t adreg > e The mnarme=se of the feld on vahich to sorte the guerys.

— =t T a e S-cending (00 or descending =sort .

=< =t rareey>=
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