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Word 1- PQG

Word 2: QGE

Word 3: GEF

Word 4: EFG

DNA F%1: Kif & i1l
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Querysequence: R P P Q G L F

Database sequence:D P P E G V WV

*Exact match is scanned.

Score:-2 7 7T 2 6 1 -1
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Optimal accmmulated score = 7+7+2+6+1 = 23
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To 2 oL J5 B L AN = 0.318, K= 0.13, H= 0.4
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;,f’ then it is extended to be

an HSP region.
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