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The structure and function analysis of VPS30
in Arabidopsis thaliana
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Model Summary:

SWISS-MODEL [5]JE Ak &t

Model information:

Modelled residue range:

Based on template:
Sequence ldentity [%]:
Evalue:

Quality information:
QMEAN Z-Score: -4.4

28510478  Quaternary structure informatic
4ddpA (1.55 A)Template (4ddp): MONOMER
35.749 Model built: SINGLE CHAIN

0

Ligand information:

Ligands in the template: none.
Ligands in the model: none.



C-terminal structure of Human beclin The model of VPS30



Fit together
RMS: 0.49
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