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HFE4: TaNHX2
BHIRKE: 2422 bp
WMIBXKE: 1617 bp
aa[FHKE: 538aa
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[ AtNHX2_Arabidopsis_thaliana

AtNHX2_Arabidopsis_thaliana(2)
—— AtNHX1_Arabidopsis_thaliana

OsNHX2_Oryza_sativa_subsp._japonica

X1 Oryza_sativa_ ._japonica
aNHX2_Triticum_aesti

OsNHX3 Oryza_ sativa_subsp._japonica

AtNHX3_Arabidopsis_thaliana

AtNHX4_Arabidopsis_thaliana

AtNHX6_Arabidopsis_thaliana

OsNHX5 Oryza_sativa_subsp. japonica
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Structural and Functional Characterization of TM IX of the NHE1 Isofo rm& * Download Files ~
of the Na+/H+ Exchanger [ Share this Page ~

DOI:10.2210/pdb2k3c/pdb

Primary Citation

Structural and functional characterization of transmembrane segment IX of the NHE1 isoform of the Na+/H+
exchanger.

Reddy, T.~, Ding, 1., Li, X.~, Sykes, B.D.~, Rainey, 1.K.~, Fliegel, L.

Journal: (2008) 1.Bicl.Chem. 283: 22018-22030

PubMed: 18508767
DOI: 10.1074/jbc.M803447200
Search Related Articles in PubMed 1

PubMed Abstract:

The Na(+)/H(+) exchanger isoform 1 (NHE1) is an integral membrane protein that regulates intracellular pH by removing
one intracellular Hi+) in exchange for one extracellular Na(+). It has a large N-terminal membrane domain of 12
transmembrane segments and an intracellular... [ Read More & Search PubMed Abstracts ]

iy View in 3D More Images...

1 Molecular Description
Classification: Metal Transport
Structure Weight: 3442.23 & Simple Viewer Protein Workshop
Molecule: TMIX peptide Ligand Explorer Kiosk Viewer
Polymer: 1 Type: protein Length: 33
Chains: A

Downloadable viewers:
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| Biol Chem. 2009 Apr 24,264(17):11546-56. doi: 10.1074/jbc. M&09201200. Epub 2009 Jan 28.

Structural and functional analysis of transmembrane XI of the NHE1 isoform of the Na+/H+ exchanger.

Lea BL, LiX LiuY SykesBD, Fli
Department of Biochemistry, University of Alberta, Edmonton, Alberta T6G 2H7 Canada.
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