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55 BAC06497 1| pheromone binding protein Anomala octiescostata

on — AGZ93682 1| pheromone binding protein partial Anomala corpulenta
85

AALCB3436.1| pheromone binding protein Popillia jJaponica

100

— BACOT7270.1| odorant binding protein-1 Heptophylla picea

AGG37860.1| pheromone-binding protein Brachysternus prasinus

EFAD4687 1| odorant binding protein 08 Tribolium castaneum

40

EFAD4594 1| odorant binding protein 6 Tribolium castaneum
|AA1195921_1| odorant-binding protein RpalOBP4 Rhynchophorus palmarum

100l AADBA978 1| odorant-binding protein RpalOBP4 Rhynchophorus palmarum

EFAD4593 1| odorant binding protein 07 Tribolium castaneum

AEP27187.1| pheromone-binding protein Frankliniella occidentalis

100

ADO24165.1| odorant-binding protein 2 Euschistus heros
— AACA3033.1| antennal protein LAP Lygus lineclaris

ACZ58030.1| odorant-binding protein 4 Adelphocoris lineolatus
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