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Entry

Q38RI9
Q3B9Y3
Q3B9Y4
Q15019
Q15J18
Q15117
QevUQY

Uniprot# Z 3R1SPM3A. PM3B. PM3C. PM3D. PM3E.

Entry name

Q38RI9_WHEAT
Q3B3Y3_WHEAT
Q3B3Y4_WHEAT
Q15J19_WHEAT
Q15J18_WHEAT
Q1517 _WHEAT
QeVUQY WHEAT

PM3F. PM3GHITNEH

Protein names

Powdery mildew resistance protein PM3F
Powdery mildew resistance protein PM3D
Powdery mildew resistance protein PM3A
Powdery mildew resistance protein PM3C
Powdery mildew resistance protein PM3E
Powdery mildew resistance protein PM3G

Powdery mildew resistance protein PM3b

Organism

Triticum aestivum (Wheat

Triticum aestivum (Wheat

)
)
Triticum aestivum (Wheat)
Triticum aestivum (Wheat)
Triticum aestivum (Wheat)
Triticum aestivum (Wheat)

Triticum aestivum (Wheat)

Gene names

Pm3
Pm3
Pm3
Pm3
Pm3
Pm3
Pm3
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ldentity:93.852%

PM3B
PM3A
PM3F
PM3B
PM3D
PM3E
PM3G
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Emmaz 751 bt

Q3B9Y3 WHELT
Q15717 WHEAT
Q15718 WHEAT
B RFFPF cusnetmmmar
Q38RIS_WHEAT

Q3B9Y4 WHEAT
QeVUIQ3 WHEAT

Q3B9Y3_WHEAT
Q15717 WHEAT
Q15718 WHEAT
STV
H Q38RIS_WHEAT
Q3B9Y4 WHEAT
Q6VUQe WHEAT

Rsp X IR K fF5F X8 1-300aa,960-1080aa,1160-1320aa.
PM3TEEH? /N2 BBk EA? EGYMrbiamEa?
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Uniprot R4 2 3| FrPM3A S FH AMA/N 25T A8 25
NCBI /BLAST/blastp: PM3AZE A

Color Key for alignment scores
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Expasy ProtParam tool&

PM2A-1415aa

Ala (A) 86 6. 10%
Arg (R) Tl 5. 0%
Asn (W) 44 3. 10H
hzp (D) 62 4. 408
Cya (C) 46 3. 30%
Gln (@) 52 3. 7 0%
Glu (E) 124 8. 8%
Gly (G) 70 4. 90
Hiz (H) 35 2. 5%
Ile (I} 67 4. T
Leu (L) 201 14, 2%
Lyz (K) 98 6. 90
Met (M) 33 2. 3%
Phe (F) 45 3. 200
Pro (P} 77 5. 4%
Ser (5] 99 7. O0%
Thr (T) 59 4. 20
Trp (W) 20 1. 408
Tyr (¥) 33 2. 308
Val (V) 93 6. 60
Prl t0) O 0. 0%
Sec (I 0O 0. 00
71 B 1oy S AT (Aep + Glu) : 186

IF BB, 757 SR 2R (Arg + Lys): 169
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probability

TMHMM posterior probabilities for WEBSEQUENCE
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PM3AEH _HLE#H MW (Bioinformatics Group)

Secondary Structure Map
Feature predictions are colour coded onto the sequence according to the sequence feature key shown below.
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PM3AEH=&KEMIN (SWISS-MODEL )

Workunit: PO00001T  PM3A - Overview



Model information:
Modelled residue range:
Based on template:
Sequence Identity [%a]:
Evalue:

Quality information:
GMEAN Z-Score: -1.58

Model information:
Modelled residue range:
Based on template:
Sequence ldentity [%a]:
Evalue:

Quality information:
QMEAM Z-Scare: -2 .67

620 ta 678
[1oggAl™ (1.70 &)
30.65

1.40e-10

[details]w

586 to 677
[206sB]* (1.50 &)
30.53

1.20e-9

[details]
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