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Amino acid Freqguencies

All frequencies are given in percent.

Ala Cys Asp Glu Phe Gly His Ile Lys Leu
1.76 |5.51 [7.94 |1.76 |5.96 [2.20 |3.75 |2.87 |5.96
GNO2 [ 9.934 |6 9 7 6 0 8 3 0 0
0.90 |5.44 (8.39 [1.36 |6.57 |2.26 |3.40 |2.94 |6.57
GNo2 | 10.20 |7 2 0 1 6 8 1 8 6
Met Asn Pro Gln Arg Ser Thr Val Trp Tyr
4,41 (/8.16 [3.31 [7.06 |9.49 |[5.07 |[7.50 |1.32 [1.10
GNO2 | 4.857 |5 8 1 4 2 7 6 5 4
4,76 |8.61 [3.17 |6.12 |9.52 [(4.76 |7.71 |0.68 |1.36
GNo2 | 5.215 |2 7 5 2 4 2 0 0 1
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Property Beszidues Mumber Mole®
Tiny (A+CHGHSHT) 146 32. 230
Small (A+B+CHIHGHHP+S4+THV) 282 57. 837
Aliphatic (AHT+LEV) 123 27.152
Aromatic (FHH+W+T) 29 6. 402
02 Hon—polar (AHCHF+HATHLAM+PHTHRT ) 238 52,097
Polar (D+E+H+E+IHQ+R+S+T+I) 217 47.903
Charged (B+D+E+H+E+R+Z) 116 25. 607
Basic (HtE+R) a5 12.141
Acidic (B+DI+E+Z) 61 13, 266
Property Besidues Tumber Mole®
Tiny (AHCHGHEHT) 141 31.973
02 GSmall (AtBHCHIHGHITHP+S+T+V) 258 58. 503
Aliphatic (A+T+LAV) 123 27.891
Aromatic (F+H+W+T) 25 5. 669
Hon—polar  (AHCHFHGHI+LAM+P+HVHNHT) 232 52. 608
Polar (D+E+H+E+IHQ+R+S+T+Z) 209 47.392
Charged (B+D+E+H+E+R+Z) 111 25. 170
Basie (H+K+R) a0 11.338

Aheidic (B+D+E+Z) 61 13. 832
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Confidently predicted domains, repeats, motifs and features:

Name Start a End E-value

low complexity 17 32 N/A pi
low complexity 43 60 NIA

low complexity 187 197 N/A

BRLZ 212 276 2.48e-19 i
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Confidently predicted domains, repeats, motifs and features:

Name Start a End E-value
low complexity 13 31 MNIA

low complexity 78 85 MNIA

low complexity 199 209 MNIA
BRL? 223 287 5.04e-20
low complexity 309 343 5.04e-20
low complexity 404 419 5.04e-20
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# Residue totals: H:18¢ E: 72 T: 5 (C:129

® # percent: H: 43.3 E: 16.91: 13.2 C: 30. 4
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F——- - - - # Total sequences: |

# Total_sequences. 1 # Total lengt]l: 441
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# Reported hitcount: 97 # Reported hitcount: 92
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