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« Gomez-Roldan, et al. (2008). Strigolactone
Inhibition of shoot branching. Nature
455,189-194.

 Umehara,et al.(2008). Inhibition of shoot
branching by new terpenoid plant
hormones.Nature 455, 195-200.
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Witchweed
Parasitic Plant Connection
Photo by: D.Li Nicktent
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Name Transcript ID Length (bp) Protein 1D Length (aa) Biotype
LOC_0s03g10620.1 LOC_0s039106201 1891  LOC Os03g106201 322 Protein coding

LOC_Os03g10620.2 LOC_Os039106202 1653  LOC_Os03g10620 2 318 Protein coding

LOC_Os03g10620.3 LOC 0s03g106203 2003  LOC 0s03g106203 318 Protein coding
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