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Duchenne Muscular
Dystrophy(DMD) is a type of
muscular dystrophy is
recessive genetic disorder
causing the fast
deterioration of muscles.
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» Applications of CRISPR/Cas9——DMD
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5’ -GAGCCAACAGCAATTAAAAGCTAGTTAAAAA-3' Dmd-KO
3’ -CTCGGTTGTCGTTAATTTTCGATCAATTTTT-5"

lABE Gin
5’ -GAGCCAACAGCAATTAAAAGCCAGTTAAAAA-3’
= Dmd-WT

3’ -CTCGGTTGTCGTTAATTTTCGGTCAATTTTT-5"

23 Chengzu Long et al., Science, 2016



» Applications of CRISPR/Cas9——Hearing Loss
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» Applications of CRISPR/Cas9——Hearing Loss
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» Applications of CRISPR/Cas9——Hearing Loss
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