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Name p-value Motif Location
1. splAlpha  0.00e+0 | |
2. sp|Beta 0.00e+40 [ | 0000
] s;L?IP\lpha- 0.00e+40 | |
4 3D|Beta- 0.00e+40 | . I
sp|GR- i | I |
5. Aalpha 6.26e-250
sp|GR- i | I |
6. Abeta 5.84e-250
- R
7. ;"'A'pha 0.00e+0 | |
- o
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10. c1 0.00e+0
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11. 2 0.00e+0
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12, c3 0.00e+0
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sp|Alpha- ) | | I o
14, D2 7.80e-296
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https://www.uniprot.org/uniprot/Q9NRY4

Stanley M. Hollenberg, Primary structure and expression of a functional human
glucocorticoid receptor cDNA, Nature. 1985 Dec 19; 318(6047): 635-641

http://meme-suite.org/

https://www.phosphosite.org/uniprotAccAction?1d=P04150

http://what-when-how.com/molecular-biology/glucocorticoid-response-
element-molecular-biology/
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