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5| “Schematic representation of the apple growth cycle based on the studies of Hackett (1985) , Zimmerman
(1972) , Poethig (1990) , Kotoda et al. (2000) , Foster et al. (2003) and Hanke et al. (2007)" .
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Reduced generation time of apple seedlings to within a
year by means of a plant virus vector: a new
plant-breeding technique with no transmission of genetic
modification to the next generation
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69 |SPIP14306|CPYI_YEAST Carboxypeptidase Y inhibitor OSSaccharomyces cerevisiae (strain ATCC 204508 / S288c) 0X559292 GNTFS1
66 |'tATA169|ATA169 YEAST Supressor of a cdc25 mutation OSSaccharomyces cerevisiae (strain YJM789) OX 307796 GNTFS1 PE3 SV1
triB3RHT0|B3RHT 0_YEAS1 Carboxypeptidase Yinhibitor 0SSaccharomyces cerevisiae (strain RM11-1a) OX285006 GNSCRG_04138 P
rIB5VNIT7|BSVNI7_YEASE YLR178Cp-like protein OSSaccharomyces cerevisiae (strain AWRI1631) OX 545124 GNAWRN631_122190 |
trjH0 GYB6|HOGYB6 _SACCK Tfs1p OSSaccharomyce s cerevisiae x Saccharomyces kudriavzevii (strain VINT) OX 1095631 GNVIN7_8706
83 splQIX FK7 IMFT_ARATH Protein MOTHER of FT and TFL1 OSArabidopsis thaliana OX 3702 GNMFT PE1 SV1
splQ9FIT4|BFT_ARATH Protein BROTHER of FT and TFL 1 OSArabidopsis thaliana 0X3702 GNBFT PE3 SV1
61 Ii splP93003[TFL1_ARATH Protein TERMINAL FLOWER 1 OSArabidopsis thaliana OX 3702 GNTFL1 PE1 SV1

74 splQ9ZNVS|CEN_ARATH Protein CENTRORADIALIS-like OSArabidopsis thaliana OX 3702 GNCEN PE2 SV1
splQ9SXZ2IFT_ARATH Protein FLOWERING LOCUS T OSArabido psis thaliana OX 3702 GNFT PE1 Sv2
{ splQISTR5[TSF_ARATH Protein TWIN SISTER of FT OSArabidopsis thaliana OX 3702 GNTSF PE2 SV1
—— splQ93WI9IHD 3A_ORYS.J Protein HEADING DATE 3A OSOryza sativa subsp. aponica OX 39947 GNHD3A PE1 SV1
rplmWHZIH-‘H_ORYSJ Protein RICE FLOWERINGLOCUS T 1 0SOryza sativa subsp. japonica OX 39947 GNRFT1 PE1 SV1

100

52

5 rUBC517IUBC517_ORYSA RFT1 protein OSOryza sativa OX4530 GNRFT1 PE3 SV1
rlA2YSK1|A2YIK1_ORYSI FT-like protein OSOryza sativa subsp. indica 0X39946 GNRFT1 PE3 SV1
100 | r/AOA540LSN8JA0AS4 0LSNE_MALBA Flowering locus T OSMalus baccata OX 106549 GNC1H46_024933 PE3 SV1
tr|I6BWHS3[IBWHS3_PYRPY MFT-3 (Fragment) OSPyrus pyifolia OX3767 PE2 SV1
100 r[BIVJ16[BIVI16_MALDO FT-like protein 2 OSMalus domestica OX3750 GNFT2 PE2 SV1(2)
100 |trIBIVJ161BIVI16_MALDO FT-ike protein 2 OSMalus domestica OX3750 GNFT2 PE2 SV1
47— tr|[E2D2C4|E2D2C4_MALDO Flowering locus T OSMalus dome stica OX 3750 GNFT-3 PE2 SV1
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