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Stopped because requested number of motifs (3) found.

MoTIF LOCATIONS
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Name p-value Motif Locations
1. YP_009506283.1  1.95e-97 ] m——
2. YP_0D9506281.1 1.32e-104 [ ]
3. NP_620735.1 5.38e-37 [
4, AGI95802.1 1.90e-111 ee——— |
5. YP_009091696.1  8.51e-96 ——— |

6. QHB93481.1 1.11e-36



EPI&iLﬂ%ﬁxﬁE%ﬁ?Fﬁﬁﬁﬁﬁ

Instit of Plant Protection(IPP).Chin cademy of Agriculiural s(CAAS)

Rep (FgGMTV1) 3§

ﬁﬂ@ﬁﬁ“@ﬂ 5F|J}5H ProtScale output for user_sequence
ExPASy 3 ' ' Hphob. / Kyte & Doolittle
SR KM T 2 5R \
(éﬂflijjﬂ%ﬂdiiﬁiﬁﬁliﬂb
Position (10-30) : L r
VYLVISKEQHK i}
DGGFHHHVYW 5 0 ,J
Position (70-100) - M
DNDIQWEEGTP -Lor
PHQPSLNQKN J\n
MDKEWLRIID 2t V \,I\r
Position (240-250) :

-3 L . ! : :
VATDKYKGKQR 50 100 150 200 250

Position



o E R B ZF R AR IP I 3R

Institute of Plant Protection(IPP).Chinese Academy of Agriculiural Scences(CAAS)

3.70% 4.40%

ST RE: 34453.94 B FR: CuserHz37N411044eS1y  EHLS: 6.26

mAla(A) 14
H Arg (R) 10
m Asn (N) 21
HAsp (D) 18
ECys(C) 5
EGIn(Q) 11
HGlu (E) 16
mGly (G) 13
B His (H) 11
mile () 18

Hleu (L) 18

AR R R BBk Te 4 70.78 SRR E1E: -0.525

HEMEER=: Asn(N) 21 7.10% (13.04%)
Lys (K) 20 6.80% (15.42%)
Thr (T) 20 6.80% (11.45%)
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5. fEuniprot® 3k 5Rep (FgGMTV1) L5011 E H,
HHMEGATEN. ZARKEWN, IRIHKE D,

SpeciesiAbbrv Group Name | * Species/Abbrv Group Name |*
1. QIA59410.1_replication_initiation_protein_Fusarium_graminearum_gemytrip M 17. splP14988|REP_MSVK_Replication-associated_protein_0S_Maize_streak_ M
2. sp|039521|REPA_BEYDV_Replication-associated_protein_A_0S_Bean_yelli M: 18. splQB0GMB|REP_SSVN_Replication-associated_protein_0S_Sugarcane_s “‘
3. sp|P03567|REP_TGMVY_Replication-associated_protein_0S_Tomato_golde M| 19. sp|P0B847IREPA_WDVS_Replication-associated_protein_A_OS_Wheat_dv M
4. sp|P27260|REP_TYCSV_Replication-associated_protein_0S_Tomato_yellov I} 20 sp|P14990[REPA_WSVS_ Replication-associated. protein A_OS_Maize_stre W
3 2 PICLTRE IO s s i G P st M
7. sp|09YPSZIREP__MYMVJ_Repllcation-associated _protei;_os‘_,_Mung;ean _y_e M| zi zi:gg::s;I:E:_xss\'\:;:_::s::s:::::::E::;::::j:z::::‘g:_::zi::: :‘
AR e R | 24 PITEOREP G, s o o, 0 T
10. sp|P36279|REP_TLCVA_Replication-associated_protein_0S_Tomato_leaf. M| 25 =pIQDICYTIREF. MSVTA Replication-associated profain OS Maizs_stealy M
11. spIPOCKADIREP_BGYM._Replication-associated_protein_0S_Bean_golde W 26. spIQE?SZUIREP_TYCSZ_Repilcgtlon-assqmated |_protein_OS_Tomato_yellc M
12. sp|P18919|REP_CSMV_Replication-associated_protein_0OS_Chloris_striate | :; ‘::;ﬁ zg;iiiii;stggie:iﬁ;::::Zz'::;;‘;ﬁi:;ﬁsgsg;a2';;:?;1' :
13. sp|P31618|REP_TYDVA_Replication-associated_protein_OS_Tobacco_yell M| . — = — - - == 1
14, sp|Q67590|REP_MISVA_Replication-associated_protein_OS_Miscanthus_s M| 29. spIPE04T0IREPE_ONYPE_Geminivirus-like_replication_protein_OS_Onion, =
15. sp|040986|REP_MSVSE_Replication-associated_protein_OS_Maize_streat M| 30. splQBBGSGIREP_TPCTV_Replication-associated_protein_OS_Tomato_pse "
16. sp|P14989REP_MSVS_Replication-associated_protein_OS_Maize_streak_ M 31. spIPO3568IREPA_MSVK_Replication-associated_protein_A_OS_Maize_stre o
17. sp|P14988|REP_MSVK_Replication-associated_protein_0S_Maize_streak_ M 32. sp|P21947IREP_ABMVW_Replication-associated_protein_OS_Abutilon_ma M
18. sp|QBOGME|REP_SSVN_Replication-associated_protein_0OS_Sugarcane_s "l 33. sp|P38609|REP_TYCS1_Replication-associated_protein_OS_Tomato_yellc M
19. sp|P0GB4TIREPA_WDVS_Replication-associated_protein_A_OS_Wheat_dv M 34. sp|P31617|REPA_TYDVA_Replication-associated_protein_A_0OS_Tobacco_ M
20. spIP14990|REPA_MSVS_Replication-associated_protein_A_OS_Maize_stre M 35. splP14982IREP_CLVK_Replication-associated_protein_0S_African_cassa o
21. 5p|POC647|REP_PASVK_Replication-associated_protein_OS_Panicum_str M| 36. sp|Q8TMF7IREPA_MSVRA_Replication-associated_protein_A_OS_Maize_s' M|
22. 5p|Q91MG2IREP_MSVPA_Replication-associated_protein_OS_Maize_strea M 37. sp|QB9822|REPA_SSVN_Replication-associated_protein_A_OS_Sugarcant M
23 sp|091MFS|REP_MSVRA_Replication-associated_protein_0S_Maize_strea M| 38. sp|POCK39|REP_BGYMV_Replication-associated_protein_0S_Bean_golde M
24 5p|P27259|REP_TYLCI_Replication-associated_protein_OS_Tomato_yelloy M| 39. sp|Q82676|REP_ICMV_Replication-associated_protein_OS_Indian_cassav M‘
25. 5p|QIGY7|REP_MSVTA_Replication-associated_protein_0S_Maize_streak M 40. sp|P14972|REP_CLVN_Replication-associated_protein_0S_African_cassa M
26. sp|Q67620|REP_TYCS2_Replication-associated_protein_0S_Tomato_yelic M 41. sp|Q06923|REP_PHUV_Replication-associated_protein_OS_Pepper_huas’ M
27 sp|P29048|REP_SLCV_Replication-associated_protein_0S_Squash_leaf_: M| 42. sp|QIDXES|REP_TYLCC_Replication-associated_protein_OS_Tomato_yell M
28. sp|Q00338|REPA_PASVK_Replication-associated_protein_A_OS_Panicum, M 43. sp|QOIGYE|REPA_MSVTA_Replication-associated_protein_A_0S_Maize_str M
29. sp|P60470|REPE_ONYPE_Geminivirus-like_replication_protein_0S_Onion_ M| 44. sp|Q67591|REPA_MISVI_Replication-associated_protein_A_OS_Miscantht M
30. sp|Q88888|REP_TPCTV_Replication-associated_protein_OS_Tomato_pse M 45. sp|P14980|REPA_MSVN_Replication-associated_protein_A_0S_Maize_stre M
31. sp|P03568|REPA_MSVK_Replication-associated_protein_A_OS_Maize_stre [} 46. sp|Q91MG1|REPA_MSVPA_Replication-associated_protein_A_0S_Maize_s M
32. sp|P21947|REP_ABMVW_Replication-associated_protein_0OS_Abutilon_ma M| 47. sp|P18921|REPA_CSMV_Replication-associated_protein_A_0OS_Chloris_si M\
33. sp|P38609|REP_TYCS1_Replication-associated_protein_OS_Tomato_yellc M 48. sp|Q06657|REP_TMOV_Replication-associated_protein_0S_Tomato_mottl M
34, sp|P31617|REPA_TYDVA_Replication-associated_protein_A_OS_Tobacco_ M| 49. sp|040987|REPA_MSVSE_Replication-associated_protein_A_0S_Maize_st M‘
35. sp|P14982|REP_CLVK_Replication-associated_protein_OS_African_cassa M| 50. sp|P27258|REP_PYMVV_Replication-associated_protein_OS_Potato_yellov M
) 51. splQ96704|REP_CALCV_Replication-associated_protein_OS_Cabbage_le: M
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>YP_009506283. 1 replication—association protein [Human stool-associated circular virus NG13] SQGX90142. 1 rep, partial [Porcine circovirus 3]
>YP_009506281. 1 replication-association protein [Chimpanzee stool avian-like circovirus Chimpl7] 5QC725039. 1 rep [Wheat dwarf virus]

>NP_620735.1 replication-associated protein [Tomato pseudo—curly top virus] SAFK64739. 1 Rep [Turnip curly top virus]

>AGI95802. 1 replication-associated protein [Starling circovirus] SCDF47271. 1 Rep [Tobacco curly shoot virus]
>YP_009091696. 1 replication-associated protein [Silurus glanis circovirus] SACY79444.1 Rep [Sweet potato leaf curl virus]
>QHB93481. 1 replication-associated protein [Potato yellow mosaic virus] SYP_010084724. 1 Rep [Rodent associated circovirus 6]
>NP_065678. 1 replication—associated protein [Porcine circovirus 1] >YP7010084720.1 Rep [Rodent associated circovirus 5]
>YP 009552846. 1 replication—associated protein [Paguma larvata circovirus] >YP7010084722‘1 Rep [Rodent associated circovirus 4]
>AXU38623. 1 replication-associated protein [Mink circovirus] >YP7010084725.1 Rep [Rodent associated circovirus 3]
>QGR26085. 1 replication—associated protein [Gull circovirus] >YP7010084726.1 Rep [Rodent associated circovirus 2]
>YP 803549. 1 replication—associated protein [Finch circovirus] >YP7010084723‘1 Rep [Rodent associated circovirus 1]
>YP_009552020. 1 replication—associated protein [Culex circovirus—like virus] >YP7009551800.1 Rep [Rice latent virus 2]
>UKF74909. 1 replication-associated protein [Bat associated circovirus 12] >YP7009553475.1 Rep [Rice latent virus 1]

>BBI18987. 1 replication-associated protein [Bat associated circovirus 10]
>YP_009253909. 1 replication-associated protein [Avian-like circovirus]
>BAP81728. 1 replication protein [Porcine circovirus 2]

>QOW03282. 1 replication protein [Duck circovirus]

>YP 009506372. 1 replication protein [Abutilon golden mosaic Yucatan virus]
>ABC75108. 1 replication initiation protein [Chino del tomate virus]

>AMQ09449. 1 replication associated protein, partial [Zebra finch circovirus]
>YP_009508172. 1 replication associated protein [Tobacco mottle leaf curl virus]
>YP_009051691. 1 replication associated protein [Rose leaf curl virus]
>QJF49266. 1 Replication associated protein [Chilli leaf curl virus]

>QN039334. 1 replication associated protein [Canine circovirus]

>AWV91968. 1 replication associated protein [Cabbage leaf curl virus]
>YP_009666509. 1 replication associated protein [Bean leaf crumple virus]
>UMP08212. 1 replication associated protein [Bean golden yellow mosaic virus]
>YP 010084304. 1 replication associated protein [Bat associated circovirus 11]
>AEB60990. 1 replication associated protein [Barbel circovirus]

>ARQ32250. 2 replication associated protein [Alfalfa leaf curl virus]
>AE191422. 1 replication associated protein [Abutilon mosaic Brazil virus]
ONP_795340. 1 replication associated protein ACl [Cotton leaf crumple virus]
>CCH63381. 1 replication associated protein (Rep) [African cassava mosaic virus]
>YP_010084329. 1 replication associated protein (Rep) [African cassava mosaic Burkina Faso virus]
>ATG83581. 1 replicase-associated protein, partial [Grapevine red blotch virus]
>YP_009134739. 1 replicase [Zebra finch circovirus]

>YP_010084302. 1 replicase [Bamboo rat circovirus]

>CAR64698. 1 RepA [Wheat dwarf virus HO7]

>YP_009551801. 1 RepA [Rice latent virus 2]

>YP 009553476. 1 RepA [Rice latent virus 1]

>QFR15884. 1 RepA [Maize striate mosaic virus]

>AFK85001. 1 Rep [Rhinolophus ferrumequinum circovirus 1]
>AKV94652. 1 Rep [Mungbean yellow mosaic India virus]
>QFR15885. 1 Rep [Maize striate mosaic virus]

>QJD25914.1 Rep [Maize streak virus]

>ALZ45069. 1 rep [Goose circovirus]

>YP 009508415. 1 Rep [Common bean mottle virus]
>YP_009508415. 1 Rep [Common bean mottle virus]
>AAZ68048. 2 Rep [Columbid circovirus]

>YP 009507981. 1 Rep [Cabbage leaf curl Jamaica virus]
>AAS86154. 1 Rep [Beet curly top virus]

>YP_004429235. 1 Rep [Bean yellow mosaic Mexico virus]
>QNG62393. 1 Rep [Bean golden mosaic virus]

>ADN80874. 1 Rep [Beak and feather disease virus]
>YP_009508628. 1 Rep [Bat associated circovirus 9]

>YP 009506280. 1 Rep [Bat associated circovirus 8]
>YP_009506279. 1 Rep [Bat associated circovirus 7]
>YP_009506278. 1 Rep [Bat associated circovirus 6]

>YP 009506277. 1 Rep [Bat associated circovirus 5]
>CAH18979.1 rep protein [Tomato leaf curl China virus]
>AR077518.1 rep protein [Tick circovirus]

>YP 764455. 1 rep protein [Raven circovirus]
>YP_009091698. 1 putative replication-associated protein [Swan circovirus]
>QFR15883.1 CP [Maize striate mosaic virus]

>YP 003778175. 1 coat protein [Turnip curly top virus]
>YP_004376206. 1 coat protein [Cleome golden mosaic virus]
>ASA49173.1 capsid protein [Rice latent virus 2]

>YP 009553474. 1 capsid protein [Rice latent virus 1]



R [E R B FE PR YR IP I S PR

Institute of Plant Protection(IPP).Chinese Academy of Agricultural Scences(CAAS)

60

100

100

54

92

A

50 sp|P14978|REP MSVN Replication-associated protein OS Maize streak virus genotype A (isolate Nigeria) OX 10823 GN C1/C2 PE 3 SV 2
sp|P14980|REPA MSVN Replication-associated protein A OS Maize streak virus genotype A (isolate Nigeria) OX 10823 GNC1PE 1SV 1
sp|P14989|REP MSVS Replication-associated protein OS Maize streak virus genotype A (isolate South Africa) OX 10824 GN C1/C2 PE 3 SV 2
sp|P14990|REPA MSVS Replication-associated protein A OS Maize streak virus genotype A (isolate South Africa) OX 10824 GNC1 PE 1 SV 1
sp|P14988|REP MSVK Replication-associated protein OS Maize streak virus genotype A (isolate Kenya) OX 10822 GN C1/C2 PE 3 SV 2
sp|PO3568|REPA MSVK Replication-associated protein A OS Maize streak virus genotype A (isolate Kenya) OX 10822 GN C1 PE 3 SV 2
sp|QIGY7|REP MSVTA Replication-associated protein OS Maize streak virus genotype B (isolate Tas) OX 268409 GN C1/C2PE 3 SV 1
sp|Q9IGYB|REPA MSVTA Replication-associated protein A OS Maize streak virus genotype B (isolate Tas) OX 268409 GN C1 PE 3 SV 1
sp|Q91MG2|REP MSVPA Replication-associated protein OS Maize streak virus genotype E (isolate Pat) OX 268331 GN C1/C2 PE 3 SV 1
sp|Q91MG1|REPA MSVPA Replication-associated protein A OS Maize streak virus genotype E (isolate Pat) OX 268331 GNC1PE3 SV 1

sp|040987|REPA MSVSE Replication-associated protein A OS Maize streak virus genotype C (isolate Set) OX 268344 GNC1PE 3 SV 1
sp|Q91MF8|REP MSVRA Replication-associated protein OS Maize streak virus genotype D (isolate Raw) OX 268343 GN C1/C2 PE 3 SV 1
sp|Q91MF7|REPA MSVRA Replication-associated protein A OS Maize streak virus genotype D (isolate Raw) OX 268343 GNC1 PE 3 SV 1
sp|QBOGMB|REP SSVN Replication-associated protein OS Sugarcane streak virus (isolate South Africa) OX 268781 GN C1/C2 PE 3 SV 2
100 sp|Q89822|REPA SSVN Replication-associated protein A OS Sugarcane streak virus (isolate South Africa) OX 268781 GNC1PE 3 SV 1
sp|POC647|REP PASVK Replication-associated protein OS Panicum streak virus (isolate Kenya) OX 268780 GN C1/C2 PE 3 SV 1

68
{
100
— 1
100 sp|O40986|REP MSVSE Replication-associated protein OS Maize streak virus genotype C (isolate Set) OX 268344 GN C1/C2 PE 3 SV 2
Ris
100

sp|QO0 |REPA PASVK Replication-associated protein A OS Panicum streak virus (isolate Kenya) OX 268780 GNC1 PE 3 SV 1
sp|Q67622|REP WDVS Replication-associated protein OS Wheat dwarf virus (isolate Sweden) OX 268789 GN C1/C2 PE 1 SV 2
sp|P06847|REPA WDVS Replication-associated protein A OS Wheat dwarf virus (isolate Sweden) OX 268789 GNC1 PE 1SV 1

sp|P18921|REPA CSMV Replication-associated protein A OS Chloris striate mosaic virus OX 10820 GNC1PE 3 SV 1
sp|Q67590|REP MISV9 Replication-associated protein OS Miscanthus streak virus (isolate 91) OX 268776 GN C1/C2 PE 3 SV 2
sp|Q67591|REPA MISV9 Replication-associated protein A OS Miscanthus streak virus (isolate 91) OX 268776 GNC1PE 3 SV 1

100

100 sp|P18919|REP CSMV Replication-associated protein OS Chloris striate mosaic virus OX 10820 GN C1/C2 PE 3 SV 2
?EE

100

. 100 sp|O39521|REPA BEYDV Replication-associated protein A OS Bean yellow dwarf virus OX 57119 GN C1 PE 1 SV 1 N
’—(: sp|039522|REP BEYDV Replication-associated protein OS Bean yellow dwarf virus OX 57119 GN C1/C2 PE 3 SV 2 ﬁﬂj&QIA594 1 0 1 % Sp | P604 70 | B{J%
ol
100 ‘_(: sp|P31618|REP TYDVA Replication-associated protein OS Tobacco yellow dwarf virus (strain Australia) OX 31599 GN C1/C2 PE 3 SV 2
100 100

M
sp|P31617|REPA TYDVA Replication-associated protein A OS Tobacco yellow dwarf virus (strain Australia) OX 31599 GNC1 PE 3 SV 1 %%%\ ﬁl&

— QIA59410.1 replication initiation protein Fusarium graminearum gemytripvirus 1
| 63— sp|P60470|REPE ONYPE Geminivirus-like replication protein OS Onion yellows phytoplasma (strain OY-M) OX 262768 GN rep PE 3 SV 1

— sp|P29048|REP SLCV Replication-associated protein OS Squash leaf curl virus OX 10829 GNAC1 PE 3 SV 1

|

10— sp|Q96704|REP CALCV Replication-associated protein OS Cabbage leaf curl virus (isolate Jamaica) OX 345184 GN AC1 PE 3 SV 2
100 sp|P14982|REP CLVK Replication-associated protein OS African cassava mosaic virus (isolate West Kenyan 844) OX 10818 GNAC1 PE 3 SV 1
sp|P14972|REP CLVN Replication-associated protein OS African cassava mosaic virus (isolate Nigerian) OX 222073 GNAC1 PE3 SV 1

93 sp|Q67620|REP TYCS2 Replication-associated protein OS Tomato yellow leaf curl Sardinia virus (isolate Spain-2) OX 221538 GN C1 PE 1 SV 1
100 sp|P38609|REP TYCS1 Replication-associated protein OS Tomato yellow leaf curl Sardinia virus (isolate Spain-1) OX 37139 GNC1 PE 3 SV 1
79 34 sp|P27260|REP TYCSV Replication-associated protein OS Tomato yellow leaf curl Sardinia virus OX 123735 GNC1 PE 1SV 1
sp|Q82676|REP ICMV Replication-associated protein OS Indian cassava mosaic virus OX 31600 GNAC1PE 1SV 1
33 60 sp|Q9YPS2|REP MYMVV Replication-associated protein OS Mungbean yellow mosaic virus (strain Vigna) OX 223295 GN AC1 PE 1 SV 1
sp|QODXES5|REP TYLCC Replication-associated protein OS Tomato yellow leaf curl China virus OX 185793 GNC1PE 3 SV 1
455‘:5 sp|P36279|REP TLCVA Replication-associated protein OS Tomato leaf curl virus (strain Australia) OX 223353 GN C1 PE 1 SV 1
89 sp|P27259|REP TYLCI Replication-associated protein OS Tomato yellow leaf curl virus (strain Israel) OX 66366 GN C1 PE 1 SV 1
39 sp|P03567|REP TGMVY Replication-associated protein OS Tomato golden mosaic virus (strain Yellow vein) OX 223341 GN AC1 PE 1SV 1
451(£ sp|P27258|REP PYMVV Replication-associated protein OS Potato yellow mosaic virus (isolate Venezuela) OX 223310 GNAC1PE 38V 1
sp|Q88888|REP TPCTV Replication-associated protein OS Tomato pseudo-curly top virus OX 49267 GN C1 PE 3 SV 1
29 sp|P14991|REP BCTVC Replication-associated protein OS Beet curly top virus (strain California/Logan) OX 268960 GN C1 PE 3 SV 2
100 sp|POCK40|REP BGYMJ Replication-associated protein OS Bean golden yellow mosaic virus (isolate Puerto Rico-Japan) OX 222449 GNAC1PE 1SV 1
35 sp|POCK39|REP BGYMV Replication-associated protein OS Bean golden yellow mosaic virus (isolate Puerto Rico) OX 222448 GNAC1 PE3 SV 1
68

sp|P21947|REP ABMVW Replication-associated protein OS Abutilon mosaic virus (isolate West India) OX 10816 GN AC1 PE 3 SV 2
98 sp|Q06657|REP TMOV Replication-associated protein OS Tomato mottle virus (isolate Florida) OX 223359 GN AC1 PE 3 SV 1

sp|Q06923|REP PHUV Replication-associated protein OS Pepper huasteco yellow vein virus OX 223303 GN AC1 PE 3 SV 1
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WERFEHAHREH=A SRS H5AGEMEH=B function F. g EBHEBINER B NE
DOI:10.11
PCNA (Fg. PH-1)
N 28/JVI.78.
MYV Cgeminiviridae) Rep 1 PCNA (tobacco) PCNAF M Sequence ID: CZS84581. 1F/ 21.11890
Q209W0 REP EYB33954. 1 — 11903.2
004
. . DOI:
histone H3 [Saccharomyces ] He Xt XUR B histone H3 (Fg.PH-1) 10,1105/t
TGMV AL1 2 cerevisiae S288C] AN AT B Sequence ID: XP_011321327. 1. '
NP_009564 ] XP 011318547, 1. XP 011327332, 1 pc.Oi)368
hypothetical protein [Fusarium DOI:
geminivirus rep interacting kinase graminearum PH-1] 10 110.5/t
TGMV AL1 2 1 [Arabidopsis thaliana] TR R YR Sequence ID: XP 011326610. 1. '
AY100691 XP_011318803. 1. XP_011328493. 1. pc'of%g
| I XP 011317466. 1. XP 011326636. 1
DOI:
PRAENLS &5 A4 5, importin subunit alpha [Fusarium 10.1099/v
Mungbean yellow mosaic virus (MYMV) FJCP 4. 5 {mportin alpha 2 [Capsicun annuun] FESINPC (B FLE graminearum PH-1] ir
) iz Sequence ID:XP_011326851. 1 .0.80920-
0
DOI:
FRAENLSE A0 A vacuolar protein 8 [Fusarium 10.1099/v
Mungbean yellow mosaic virus (MYMV) FJCP 4. 5 importin alpha 2 [Capsicum annuum] 5E2RAINPC ((ZFLE graminearum PH-1] ir
G B8 Sequence ID: XP_011328805. 1 .0.80920-

0
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WERFBEHMERED=A TS5 5AEEREB=B function F. g 5BHEUKER SCHR S
f Rep MIZNF265 [ . DOI:
Porcine circovirus 1 FHREN 265 (ZNF265)XWF®E%E§mf VW] B2 5o mn % 10.1046/j
(PCV1) JERIF5 351 REP 7 DNA HEFEAVES (TDG) A0 A B K+ y‘iiﬂ] 1364
VG5Q AASHI4E, VGHQAN -
TDGH] g 3703.200
f XP 011324787.1. XP_011316555. 1+ Nature
CCH63381. 1 XP 011328252. 1. PCD22389. 1. volume
African cassava mosaic 8 XP_020948293. 1 FRHN XP_011317805. 1. PCD38961. 1. 301,
virus (Rep) XP_011320098. 1. CAF3481845. 1. pages260
PCD38961. 1 -262
f DOI:
mungbean yellow mosaic 9 Q9FL33. 1 TTERR %P 011326427 1 ib 011318356 . 07391102
India virus (MYMIV) Rep - o ©T 0 .2021.193

XP_011316178. 1 5319
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