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Exploration and structure prediction of cold tolerance protein in Brassica napus L.
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¥ 5] SC ik & 0L mg 7T A K g B Phytochrome B 7E Hit v K #AE R, A ik BA
Phytochrome BfE N B i H

= Fr5i% H 4 xS RERBE ZEELK Yofh
Protein Name Entry Name Accession AA Gene Name Organism

Transcription factor ICE1 ICE1_ARATH QILSE2 494 AT3G26744 Arabidopsis thaliana (Mouse-ear cress)

GPCR-type G protein COLD1 COLD1 ORYSJ Q7X7S8 468 Os04g0600800 Oryza sativa subsp. japonica (Rice)
Cold-responsive protein kinase 1 CRPK1 ARATH Q93YN1 390 Atlgl6670 Arabidopsis thaliana (Mouse-ear cress)
Phytochrome B PHYB_ARATH P14713 1172 At2g18790 Arabidopsis thaliana (Mouse-ear cress)

Phytochrome B PHYB ORYSJ Ql10MG9 1171  0Os03g0309200 Oryza sativa subsp. japonica (Rice)
Calcineurin B-like protein 1 CNBL1 ARATH 081445 213 At4g17615 Arabidopsis thaliana (Mouse-ear cress)
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S EIRE ERYSHE
L8 R, K e 245 € I Phytochrome B

Yok Fro12% H % G BAAEMRAH
Organism Entry Name Accession AA
Arabidopsis yhaliana(Mouse-ear cress) PHYB ARATH P14713 1172
Solanum tuberosum(Potato) PHYB SOLTU P34094 1130
Nicotiana tabacum(Common tobacco) PHYB _TOBAC P29130 1132
Glycine max (Soybean) (Glycine hispida) PHYB SOYBN P42499 1156
Oryza sativa subsp. japonica (Rice) PHYB_ORYSJ Q10MG9 1171
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70%LL ERIFAI, S REFCNINTRILE 741

TG AR E B MRNA Accession BP CDS
Accession AA Gene MRNAFF 51 & 5% 5 Bl 3 %5} I X
CAF2100974 1169 LOC106452081 XM 022719638 4089 349-3858
KAH0839324 1169 LOC106452081 XM 022719638 4098 349-3858
KAHO0880597 1191 LOC106400775 XM 022703334 4128 316-3825
KAH0927091 1170 LOC106452081 XM 022719638 4098 349-3858
XP_022555281 1155 LOC106358161 XM 022699560 4111 355-3822
XP_022559055 1169 LOC106400775 XM 022703334 4128 316-3825
XP_022575358 1169 LOC106452081 XM 022719638 4098 349-3858
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Organism Entry Name Accession AA

Brassica oleracea (Wild cabbage) BBRBE1 BRAOL B8RSE1 653

Brassica rapa subsp. pekinensis (Chinese cabbage) (Brassica pekinensis) M4EQ95 BRARP M4EQ95 1192

Brassica rapa subsp. pekinensis (Chinese cabbage) (Brassica pekinensis) AO0A076VCI7_BRARP  A0A076VCI7 1193

Brassica juncea H2EV92 BRAJU H2EV92 514
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