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Swiss-prot # &

Entry Entry name Organism

Q64FJ6 ATRGA MALDO Malus domestica (Apple) (Pyrus malus)
AOA498KFL4 ATGSA MALDO Malus domestica (Apple) (Pyrus malus)
Q6R311 AAT2 MALDO Malus domestica (Apple) (Pyrus malus)
AOA498KEG9 ATRGC MALDO Malus domestica (Apple) (Pyrus malus)
AOA498KJ69 ATGSC_MALDO Malus domestica (Apple) (Pyrus malus)
VIP9S4 ATGSB MALDO Malus domestica (Apple) (Pyrus malus)
A0A498KIQ3 ATGSD_ MALDO Malus domestica (Apple) (Pyrus malus)
VIPILS8 ATRGB MALDO Malus domestica (Apple) (Pyrus malus)
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Entry Entry name Organism Entry Entry name Organism

Q9SZ58 BRAT1 ARATH Arabidopsis thaliana (Mouse—ear cress) Q8GYWS SCT_ARATH Arabidopsis thaliana (Mouse—ear cress)
064470 SHT_ARATH Arabidopsis thaliana (Mouse-ear cress) QOFFQ7 FACT_ARATH Arabidopsis thaliana (Mouse-ear cress)
Q94CD1 HHT1 ARATH Arabidopsis thaliana (Mouse—ear cress) Q9FNP9 AGCT _ARATH Arabidopsis thaliana (Mouse—ear cress)
QIFF86 DCR_ARATH Arabidopsis thaliana (Mouse—ear cress) QI9LISI CR26L ARATH Arabidopsis thaliana (Mouse—ear cress)
QIFI78 HST ARATH Arabidopsis thaliana (Mouse—ear cress) QILRQ8 PMAT2_ ARATH Arabidopsis thaliana (Mouse—ear cress)
080467 SDT_ARATH Arabidopsis thaliana (Mouse—ear cress) Q9FT40 BAHD1 ARATH Arabidopsis thaliana (Mouse—ear cress)
023393 BIAL_ARATH Arabidopsis thaliana (Mouse-ear cress) QILRQ7 BAHD2_ARATH ~ Arabidopsis thaliana (Mouse-ear cress)
Q9L JB4 5MAT ARATH Arabidopsis thaliana (Mouse—ear cress) QI9SND9 Y3028 ARATH Arabidopsis thaliana (Mouse—ear cress)
QISRQ2 CHAT ARATH Arabidopsis thaliana (Mouse—ear cress) Q8LMI4 THT2 ORYSJ Oryza sativa subsp. japonica (Rice)
Q39048 CER2 ARATH Arabidopsis thaliana (Mouse—ear cress) Q338X7 THT1 ORYSJ Oryza sativa subsp. japonica (Rice)
Q94075 PMAT1 ARATH Arabidopsis thaliana (Mouse—ear cress) Q5JNT2 AT4 ORYSJ Oryza sativa subsp. japonica (Rice)
Q9ZWB4 3AT1_ARATH Arabidopsis thaliana (Mouse-ear cress) Q2ROK3 TBT1_ORYSJ Oryza sativa subsp. japonica (Rice)
Q9FH97 EPS1 ARATH Arabidopsis thaliana (Mouse—ear cress) Q5SMM6 HCT4_ORYS]J Oryza sativa subsp. japonica (Rice)
Q9LRT3 3AT2 ARATH Arabidopsis thaliana (Mouse—ear cress) Q7XXN4 PUHT ORYSJ Oryza sativa subsp. japonica (Rice)
QISVM9 CER26 ARATH Arabidopsis thaliana (Mouse—ear cress) Q7G4G7 AT1 ORYS]J Oryza sativa subsp. japonica (Rice)
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Entry Entry name Organism Entry Entry name Organism

Q69UE6 AT10_ORYSJ Oryza sativa subsp. japonica (Rice) Q64FJ6 ATRGA MALDO Malus domestica (Apple) (Pyrus malus)
Q5SMM8 PHTI_ORYSJ Oryza sativa subsp. japonica (Rice) AOA498KFL4 ATGSA MALDO  Malus domestica (Apple) (Pyrus malus)
Q7XXNbH PHT3 ORYSJ Oryza sativa subsp. japonica (Rice) Q6R311 AAT2 MALDO Malus domestica (Apple) (Pyrus malus)

Q7XPK7 AHT1_ORYSJ Oryza sativa subsp. japonica (Rice) AOA498KE69 ATRGC MALDO Malus domestica (Apple) (Pyrus malus)
G2RO0J4 TBT2 ORYS]  Oryza sativa subsp. japonica (Rice) —n\490K769 ATGSC MALDO  Malus domestica (Apple) (Pyrus malus)
0DKAS AT7 ORYS 0] ti bsp. j i Ri
< -ORYS] ryza sativa subsp. japonica (Rice) VIP9S4 ATGSB MALDO Malus domestica (Apple) (Pyrus malus)
Q5SMQO PHT2 ORYSJ Oryza sativa subsp. japonica (Rice) .
AOA498KIQ3 ATGSD MALDO Malus domestica (Apple) (Pyrus malus)

QODJH7 AT5 ORYSJ Oryza sativa subsp. japonica (Rice)

] i _ ] VIPIL8 ATRGB MALDO Malus domestica (Apple) (Pyrus malus)
QOING3 SHT2 ORYSJ Oryza sativa subsp. japonica (Rice) ' . '
Q7XHCA AT15 ORYS] Oryza sativa subsp. japonica (Rice) Q70PR7 VINSY RAUSE Rauvolfia serpentina (Serpentine wood)
Q69UD7 AT8 ORYS]J Oryza sativa subsp. japonica (Rice) Q6E593 BEBT1_PETHY Petunia hybrida (Petunia)
QOJBZ8 HCT1 ORYS]  Oryza sativa subsp. japonica (Rice) ALXWY7 CFAT PETHY _ Petunia hybrida (Petunia)
Q9ILGQ6 AT9 ORYS]J Oryza sativa subsp. japonica (Rice)
Q2QRK9 SHT1 ORYSJ Oryza sativa subsp. japonica (Rice)
Q6K638 HCT2 ORYSJ Oryza sativa subsp. japonica (Rice)

q? QP
CHINESE ACADEMY OF \(,RILLITUR\I SCIENCES



Tree scale: 1

BERGRAEAMER, TARRFRAATRGRA— X, WP RBAATIRR FAATZ

AHRAAERX I RZ G 5T 6,

2 o
o 3 L 8 f F & .
k "; % E 2y 7 £ o ®
x 2 % % 3 L % 3 § o,
% v oz % -4 t F 5 F f .
o, B % % H £ 2 § 8 § gg e Qﬁ
g o ] £ 8 2 ‘
= = % 3 w @ < Ed < | ;
“ 2 %, (%, ® = 5 8 3 § E 4 ég y Q? 0
%, % % b3 i iiFF LS F &
2 2 g 5 . |
47%} ?%éo %\F % % s ? 20838 a‘? @q' & F S &=
0‘9( % % % B P > £ F & B &
/S, %, ) ) > & “;xs o o o
2/ AN ; . Q |
03, #’sb% q‘%@ %,, ® c'f:‘b .gt"b\ ca“”& o0
M N & &° o
& ” . }x\ -A
" é’%%r %ha & e a\o& \g(ﬂa\va“
Yot & " »
Malus 05“1“\ e
| Yesti ° ica
%sakesg, Qe —
a
| KBIBONT
: Q El nIca
) japo0
mm“ QOJBZ3|G:yza saiiva subsp- |
Q6R311|Malus domestica | ALXWYT[Petunia hybrida
mestica
p,nMBSKlQS'IMahls dol Q]XPK?IOWM .
E,ﬂw"h o SUbsp. japanica
WW\W V XXNS[D!yZa safj
Qrx Va sup
& 0. japo,
” iy
M M 0.?3‘,*;! @ sagy,
Q Cp, i,
wy & Sy, s -
o e .
& OJ é‘i p
’ g % 7, " By,
3\9 o % &, "'qu )
o S e 9 G o, T, "
o @b P q§ g 2 % B &3 e%é ",
'1.\"!’ c?'é’ h § {g @ o o %, . % i
i S R 4,
o T FfiEg%% g% §
d’ﬁﬁ"f&’ﬁﬁé’-ézg\%%% T
;8§ 8318 , )
\Oc‘\’ & o t& 3’4 g g ° © % R , %% '%,;
o x g OF 5 £ £ 3 - %. %, % %,
& & FFFF YR % % %
& & § s < £ 5 & % % 1 %?% Q
§ & § 55 5 3535 35 4 |
AL A A B I T
g CE A T T Y
o & g 3 £ 2 % \
g 2 I 3 1 Y
=1 o B % 1 w
k=3 I 4
2 3 E E %
3 g 5

12

TR G 5 & 1D

CHINESE ACADEMY OF AGRICULTURAL SCI

ES



4R B AT Je G AR R AR

B ARGLZ AR, BANEIERAAT AR RELEDFE R LA, &
TR EAMBITIERE ZEM MR T HIRE oL B Ao M T,

A

A 3B 45 #) GSDS2.0(http://gsds.cbi.pku.edu.cn/) /& & 5 Mk, *F AAT 3
® 3 4

W& FFe 9 B F M 2 Mo

20 Gene Structure Displ erver -

Home | Help | About | FAQ | Links: PlantRegMap

o Gene Features

Format | Sequence(FASTA) ~|

Please keep the sequence IDs consistent in the two fields.

9% CDS sequence (FASTA)(
Input data:

DAATIRGA CDS = ce -
ATGATGTCATTCTCAG TACTTCAGG TGAAACGAT TGCAACCGGAACTTATAACTCCGGCALAGT CAA

Ci

CTCAAGAAACAAAGTTTCTCTCACGATATTCACCACCAACAAAGCTTGACAGTTCAGATTCCAATCAT
AAT

GTGTTAC. CAACCCTTCACTTAAT: TCGTAATCCCGTTAAGGCAATTAGGGAAGCCTTA ™
AGT 2| [Exampld
or upload file: | #eEX | Szt

¥ Genomic sequence (FASTA) ¢
Input data:

>AATIRGA Gene Sequence -
CTGGTTCTTAAGCTCGTTACTGAAATGATGTCATTCTCAGTACT TCAGG TGAAACGATTGCAACCGG

TTATAACTCCOGCAAAGTCAACGUCTCAAGAAACAAAGTTTCTCTCAGATATTCACCACCAAGAAAG
CTT
GAGAGTTCAGATTCCAATCATAATGTGTTAC, CAACCCTTCACTTAAT. TCGTAATCCC 7

GTT 2| Examplé

or upload file: | ¥EE | S

o Other Features to Display
o Output (Phylogenetic Tree/Order)

o Image Format [sve ~
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B3t GSDS2.0 #4742 FAASTFHER, AIFERERHFIAATIGSA,
AAT1GSB, AATIRGA, AAT2R A4 F, XK 57 AATI-GSC, AATIGSD,
AATlRGB, AAT1RGC7ﬁ N2

LE 4R £ Xk, RAAATIGSA, AATIRGA, AAT2E A has, HRATHER
AAT1-GSC, AAT1GSD, AATIRGB, AATlRGCi)?ﬁ‘ e KT AR5 N2 T8
HWNF X, &FJAATlGSBé’JIﬁ bR %T e A BE B ) dE R RN F T R 4

N
Sl
AATI-GSEC
AATIGSA
AATIGSE
AATIGED
AATIRGA [ —
AATIRGE
AATIRGC
AAT2 - —
5 ¥
L 1 1 1 1 1 1 1 L 'l
(b SO 10N 150y 2Ny 250y Mg 350dibp ETT A50dbp
Legend:
CDS s upstream downstream — Intron

Souleyre EJ, Chagné D, Chen X, Tomes S, Turner RM, Wang MY, Maddumage R, Hunt MB, Winz RA, Wiedow C, Hamiaux C, Gardiner
SE, Rowan DD, Atkinson RG. The AATT locus is critical for the biosynthesis of esters contributing to 'ripe apple' flavour in 'Royal Gala' and
'Granny Smith' apples. Plant J. 2014 Jun;78(6):903-15. doi: 10.1111/tpj.12518. Epub 2014 May 23. PMID: 24661745.
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. 2T FERE RS HEHERYS et fh e fir R
AAT, KC291130.1-AAT (gene) Malus x domestica

AATIRGA KC291129 Q64FJ6 Chr02:962450..991702 2492bp

Ovenien Alignments AATIRGB KC291130 VIPIL8 Chr02:989418..991702 2287bp
o Fstrotame s Locaon AATIRGC KC291131 A0A498KE69 Chr02:962450..964984 2538bp
CYDS.S References KC291130 region KC291730:1997..4283+  NCBI Rosaceae gene and mRNA sequences AATI GSA KC29 1 1 32 AOA498KF]_14 N/A 1 3 68bp
:::::::ps ooz chromosome  Chi02:988418..891702-  Valus x domestica GDDH13v1.1 Whole Genome Assemby & Annotaion AAT1IGSB KC291133 VIP9S4 Chr02:962618..965085 972bp
AATI-GSC KC291134 AOA498KJ69 N/A 4590bp

AATIGSD KC291135 AOA498KIQ3 Chr02:902210..904519 2302bp

AAT2 AY517491 Q6R311 Chr02:962413..965095 1628 bp
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S MapChart - [NONAME_1] 9624500 AATIRGC AATIRGA
2] File Edit Chart Tools Window gggg}g:g i:ﬂggg
DR (& |

Data Chart

chrom chr0Z2 S=0 E=37631 755

AAT1GSD 202210
ANTE 952413
AATIRGC 962450
AATIRGA 962450
AATIGEE 962615
AATIRGE 959418
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AATZ & 4 K455aa,
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A EEG .
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5.AATE G = 2 254 0 7 —— AAATIRGAZ & A 41
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Thank you for watching
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