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Bioinformatics analysis of metallothionein in
Cannabis sativa
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Search History Browse Annotations MyPDB

QUERY: Full Text = "metallothionein” AND Scientific Name of Source Organism = "Trnticum aestivum”

~ Advanced Search Query Builder &

Refinements @ clear all - Summary Gallery | Compact | — Tabular Report — ~ | | Score
SCIENTIFIC NAME OF Clear : :
SOURCE ORGANISM Displaying 1 to 4 of 4 Structures Fage 1 of 1
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= LB JT. MT KERESEIEERESY I === = I EE F = H
IE g« =E+« 8 1l ==
L s B RATAE A RATH- EC protein IAll-likes P _O320485179 87 aa -+ 44 .19%- QG e
P93 T7TaAg PAT 25 A REATH: EC protein IAll-likes P _O304885179 B7 aa -+ 43 . 66% O6G . %
uncharacterized HP_O20500840+ 1268 22 D6%+ T .O0%+-
protein a3 -
L1157 16225
PA3Zzg AT LA _AREATHS metallothiomsim - HP_QO30504357« TE aa“ G0 OO0 e 55 %
like protein 24
253880+ AT 25 _ A REATHS metallothiomsim - HP_O305051 78 81 58 A% O 5 %
like protein Type 24 aa
metallothiomsim - HP_O3048021 7 Ta G0 .3 2% T OO
like protein Type =2¢ a3
metallothionain - HP_0O30504357+ T6 aa *+ 45 59%+ 80 .00%-
like protein 24
=388 049- PAT LA RASTH metallothiomsim - HP_QO30504357« 76 aa G0 OO0 e 55 %
like proteirn =4
DD=38805 PATZE_ARATHS metallothiomsim - HP_O305051 78 81 55 26% O O
like protein Type 24 aa
metallothionsin - HXP_O205043257+ 76 aa * 41.38%+ 68.00%-
like proteirn =4
metallothiomsim - HP_O3048021 7 Ta 58 . 06% FR =l winl Lol
2021/5/12 like protein type 2+ aa
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ek RS Cys BE¢
EC protein I/11-like< XP 030486179¢ 19.50%¢
uncharacterized protein LOC115716228¢ XP 030500840¢ 3.10%¢
metallothionein-like protein 2¢ XP 030504357¢ 15.80%¢
metallothionein-like protein type 2¢ XP 030505178¢ 17.30%<
17.70%<

metallothionein-like protein type 2¢

XP_030480212¢

2021/5/12

12



=. F3IL3

B2 selectall 3 sequences selected Graphics Distance tree of results ~ Multiple alignment [EEMSA Viewer
Description Scientific Name Max | Tolal Query | E Por. | Acc. e
Score Score Cover value ldent Len
v
a XP 030486179.1 EC profein I/l-like [Cannabis sativa] 642 642 06% 2e-20 4419% &7 Query 46587
*P 0304802121 metallothionein-like protein type 2 [Cannabis sativa) 248 473 53% 2e04 3333% T9  Query 46591
a XP 030500840.1 uncharacterized protein LOC115716228 [Cannabis sativa] 272 272 T0% 6e05 20.59% 1268 Query 46588

Alignment Scores <40 [40-50 []50-80 [@80-200 [ >=200

Distribution of the top 4 Blast Hits on 3 subject sequences
XP_030486179.1 EC

Query protein I/ll-like
I I I I I I | I I : .
1 10 20 30 40 50 50 70 80 [Cannabis sativa]
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Alignment view | Flat query-anchored with letters for identities v | Line length: | 60 ~ | @ [Restore defaults

3 Download v \

Query range 1: 1 to 60

Query 4 TGKGSASASCNDRC EASGGD--QEHNTCHCEEHC| 53
Query 46587 2 SDTAGNMEVCDDEC : KVSSGSSGDDHIRCHCGoHC| 53
Query 46588 1028 PPSPQGCEC ‘ ' AWWENGGEIPFNFNGRIVE--AKFLVYHCEPFC| 1078
Query 46551 52 GSEMSE--VAENGCHCEDRC| 71

2 Download v
Query range 2: 61 to 94

Query 54 B85
Query 46587 54 87
Query 46588 1079 1094
Query 46591 72 78
Query 46591 58 77

2021/5/12 14
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Amino acid composition: CSV format
ala (&) 4 4.6% OCYS 17/\, 19. 5%
Arg (R) 2 2.3%
Asn (N) 2 2.3%
Asp (D) 5 5.7%
) Cyc (C) 17 19.5%
Gln (@) 1 1.1%
Glu (E) 2 2.3%
Gly () 13 14.9%
His (H) 2 2.3%
Ile (1) 1 1.1%
Leu (L) 1 1.1%
Lys (K) 6 6.9%
Met (M) 2 2.3%
Phe (F) O 0.0%
Pro (P) 4 4.6%
ser (s8) 9 10.3%
Thr (T) 8 9.2%
Trp (W) O 0.0%
Tyr (Y) 1 1.1%
val (V) 7 8.0%
pyl (0) O 0.0%
sec (U) O 0.0%
(B) 0 0.0%
(&) 0 0.0%
2021/5/12 15
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Description Scientific Name
v v

Sort by description
XP_030466179.1 EC protein I/lHike [Cannabis safival

|:| AP_030460212.1 metallothionein-like protein fype 2 [Cannabis sativa

|:| AP 0305008401 uncharacterized protein LOC113716226 [Cannabis safiva

Max Total Query E  Per A

Score Store Cover value Idemt Len  ACCESSiON
L 4 k4 L 4 v 4 v

642 642 6% 2e-20 4419% 67 Query 37089
248 473 50% 2e04 3333% 79 Query 37003

212 212 70% 6e0d 2059% 1268 Query 37090

tBlastN
selectall 2 sequences selected GenBank  Graphics
Max Total Que E Per  Acc.
Descripton Scientiic Name . Actession
v - Score Score Cover value Ident  Len

L4

PREDICTED: Cannabis sativa EC protein ke (LOC115702869), mRNA Cannabis safiva 3

PREDICTED: Cannabis sativa transport and Golgi organization protein 2 homolog (LOC115702668... Cannabis safiva 66.6

¥ ¥ v v v

131 100% 9e-43 100.00% 495 XM 0306303191

137 96% 1e-26 100.00% 1471 XM_030630317.1

2021/5/12
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o1. KE: 15-30bp, HAHBKE[Ln=2(G+C)+(A+T)| KA KXKT38, FNPCRHRE
B ESBETaql IR EEHEE(74E), TR KRR RE.

o2. G+tCHE: NFE40%-60%22E, PCRY I EHEE —BBRTmERETIIYH
TmERES-105. FIWEKE/NT206, HTmEZET4X(G+C)+2 X (A+T).

o3, WESMAFENME: MBRESLHININTUERE—FRE., TEREANERI 4y
B3 THIELGERC, BNEESMEGHCEERFFIXHEIRTI K.
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o4. SIMBEH: AT/ EHF LTI, BN RFE_REM .

o5. SIMZE: WAIMZEANE L T4NHEARFAEBE, PRXE
B Rk, NSRS miEAES.

6. LTSIV EAE: —NIVHIKEFINARTFEESE B —N5Y
L EN R =

o7, 3 K¥y: WRFREHIE, A5 YIHIZ K imhEMAGEC.
o 8. SIWyh =i YRR % Y VI B R B AL R 23N H IR
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Primer palr

Sequence (§-23) Templatesand  lengh Start Sop Tmo GC%  Seffcomplementary  Seffd complementarty
Forwardprimer - GGAGGCCTRAAARTGAGTGAC Plus 0 & 6 B9 238 ol 30
Reverseprmer AGTAGGUTTTGCCAACTCCAG Mins 007 B ool 2@ 100 Al

Poductlength 232
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