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P80030 (FABLBRANA) Brassica napus (Rape)
Enoyl-[acyl-carrier-protein] reductase [NADH], chloroplastic * uniProtkBe InterProc

385 aa; Sequence (Fasta) |

X-ray Diffraction, 1.90A

P80030
(X-RAY) homo-4-mer; 85-381C -------___ - 1ENO "BRASSICA NAPUS ENOYL ACP REDUCTASE/MNAD

; BINARY COMPLEX AT PH 8.0 AND ROOM TEMPERATURE"

Released: 1996-10-14

Coordinates: &

4 X NICOTINAMIDE-ADENINE-DINUCLEQTIDE &
rRcsBC poBe® pDBe-kBE PDBE PDBsum™

Sequence Features

Active site Natural variant
261 Proton acceptor
27 Proton acceptor
333 1=V
162-163 NAD
209-210 MNAD
309-313 NAD
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(Rafferty JB, 1995)
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H
NH, [) I
03-
" N4 NH,
Tyr198 NADH

Lys156 Tyrl52
(Rafferty JB, 1995) (Rafferty JB, 1995)
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